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GSP-4 5'-ACTACTTCGATTTGCCTTTG-3’
pBluescript [[
SK* DH5« 2
pPBAC1-1  pBHp4
ATl Sal 1
pBASP
1.2.3 Xbal  EcoR 1
pBI221 GUS NOS
2.2kb
Xba I EcoRI pUC19
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Cloning of Promoter of Banana Fruit-specific ACC Synthase Gene
and Primary Study on its Function

WANG Xin-Li PENG Xue-Xian
Plant Biotechnology Laboratory Institute of Microbiology — Chinese Academy of Sciences Betjing 100080 China

Abstract Based on our ¢cDNA sequence of ACC synthase gene expressed specificully in banana fruit we cloned the 5'-flanking
proximal region of 1197 bp and distal region of 1556 bp via walking on unknown region of genomic DNA by an improved adaptor
ligation PCR and created a 2591 bp fragment containing a promoter region of 2505 bp and a transcriptional region of 86bp. The
entire 2.5kb promoter and 5 different 5’ deletion variants were fused to the GUS [-glucuronidase ¢DNA sequence and introduced
into leaf root and fruit cells of banana plant via particle bombardment separately . The results of transient gene expression assay in-
dicated that the obtained promoter region could direct fruit-specific gene expression. The regulatory region for fruit-specificity was

possibly located in the region from — 1111 to + 1 and a positive regulatory region may locate between nucleotide — 1111 to — 608.
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