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(B&BEYBERHAEF H¥E BF)

WA AEHREA, G{ABIER NET R T DNARFIGH

hBEE Q78 TRERB A

XENSHBEA(Glycnin) BEXEMN THEEREE
8.4 FRY360kD. 4 6 W HFEMNES TX(FHIE LM
FRAHAGMOKDIWA. SHEXEXRHA— 8B A KG3S-
ASED)A— 1T HEBR(RZ KD)E —REEEGR., AR
MBEKBAR —TEH, W HEd— XN mRNA BiER
AREONEK . 2EFETBEEN CEERE A KHEH
Bk[l-—:i]o

FREH AT HSHESHESHABEXEN ., EM
SGHRE S PTFRNEERGERMG. W Gyl (A,B;}.Gy2
{A:B.) .Gy3 (A, B) . Gyd (AsAz;A) B GyS (AR, ), HIB
ONABFBREFOERE HEAFEEL LI NIBSXH,
[ ZERE Gyl -Gl [ BHEHECHARNGS. I-XH
FREEESS%~%0%, MAREFRNFHEERA S0% X
$I¢~51°

Z2EMBFC KRGS T XEHN ODNAH#HGTTET
MEMNMH. AR Gyl ~ G REREEA#TTRER
AR, ENIMARSSERFEI++ABTHIMHET
AR, BF-ARPEHX GS(AB)RBKERAR
MNMTER, ERENEEAREMFEORAMPR, Fik, X
YHAEEEAENFEEFNANEAAX G REAEER
MEEMFEA SR —EHRTTHE,

1 HWHfrk

1.1 AKXE(M# Wiliams ) EEHA XK

® g £ B Stratagene £ 7,
1.2 M&ESH&

kB H % DHSe. XL-I-blee ( P, ). FE B pUCI9 F
pGA:B1425( % pBR322 & H 1.8 kb Gy5 (DNA) &L E {2
F:EEHERAN EERWA B E Tokara 2 8); H 5| WK
#4707 & 8 A 8 & Nippon Gene £ & , Autocycle FF 7l &

5B H ¥ - 19990309, 8 B H B:1999.12-13,
ERXMEEARLCEHEAXTR.

L WHE 1000-3061(2000)02-0215-03

HiX A LMW B Amersham pharmacia 24 7] ,
1.3 EEtFEL

8% pGA,B, 1425 BB DNA, S Pu) AMYIG 5%
BEAKIEE 1.8 kb AB, DNA KB EER . HiLK
NEehREANARSAFRENFEHET,E 0L MR
b, A DNA 0.2 pg, [a-¥PJdCTP 5pL.37C K fix 2
~3 h, R G 1T Sephadex G — 75 EE ol b B # cpm 1Y 50 B MK 4%
REA,

1.4 Blry

RERFHRNASEEDNABBEHHNTAXMNMR
hEXEATREFE Y, HEAREROMETHETE
S2CFET, HFAEHH:50% PBE,. 5 xSSPE,0.1%
SDS,0. 1% Ficoll ,0.2 mg R A8 DNA, # X MA] 2 x SSC,
0.1% SDS.1 mmol/L EDTA BB ZE TR IK. 8K S
min, FE 2T TFTH 23X, XK 5~10 min. BEE -
NCHMNERE 124,

1.5 RN M Southern blot HITEE ™

MBS, Notl . Xbal, Sac | BB SR KRS
5 0 W B LT 8 KB 4T Southern blot 32, X K&
FEMZZ, AGHEHFHUEGEMNABERREAR
pUC19 F H #& i T DNA FEF| 4 #7 .

1.6 DNAFF &

DNAFRN S FHATRBARRE L E, URSERN
DNA B8, 8 Autocycde FAIAHAAME LB BHT, M
FFA Shimadzu DSQ - 1000 B R R L, # AHE N K&
GENETYX(BFZxHftRB LA )BRFHITHEINGH.

2 X

el ¥4 52 PEE ) O 25 0 O % P
X Gy5(A;B,)cDNA(1.8 kb) Jy ¢t , #l i IRz & 2, M

2.1
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KE(RM Wilams) K HA X EDRHE G REHEEN,
ET0OAMERPREIA HEUERE, I ERN FIX-
10,FIX-29 # FIX-61, * FIX-61 # FIX-10 ¥ - % & i# 17
TEHRABHERFEAN G, AR END Gy5(AB)E
HAEESH G (AMABR)ER(FXRE). ZRST
GyAH GyS MR — 68, HEHEE &L 0% L E, B
FIX-61 MERLRAMGRMEAFHE - RHE,
HAARRTHANKI N Willlams ZERHXER
F g B Pk FIXIIAE R 4K, ¥ M A DNA 920 kb/Sau 3A H B
A FIXIL ) Mobl fr S MU MR A9, Bk, A AN ARE
B R %I B Sell.Norl,Xbal # Sacl B4 P # 7 & FIX-61,3K
Aok e Bk RUIIEA N BN 20 kb Sacl MUIB AN BRE
W 6 kb 114 kb B4 B . Southern blot #& % % LAY #H 6 kb
FBREHERES BEEEABYAER pUCI9 P, EAH
pGY-6, MEZE T BB pGY-6 P B F B DNA, EEHAT
DNA ¥ 514 #7 .
2.2 GyS(AB ) EEMNEEFERSH
DNARFISHEM, H8 T 2KH GyS(AB)REK
HA KEEN 2819 bp, R 517 M EEM B 4 T BT
MITHNETFHR. A2 FLASTFLABF2:HET
25 BFIHAETFIHNET 4 I B R 292bp: 358bp:

263bp:425bp:645bp:485bp:351bp. W HEEEHEM T ATG
F ¥ 46 bp FiSE E B F TAA T #EA 503bp L # T T M
FE, M BF 5 3368bp, % 8 H B ¥ (X A 2 B # % (DDE])
B, HOE S R AB003680, BIE MM LLEESE,GyS B E
EEEMIE TS GyS DNARBTRFANZ2HERT.
HBFEHARXTERLTEMT GT-AG Rk, EARME
BTGShEkER, £EHYV- HE2IMEREFTRNER
BFF 5-AATAAA3 . BT HE E¥ HIKB T 46bp, WA
% TATA & # CAAT &,
2.3 GSEES Gyl 4 EBENBRFHRETTFEREN
- 54

GyS EEH4AMNETHIMTARTHAR, XS Gyl~
Gyd s R —&E 1, HHEX ST RENLABSERES
AMHBTFRIIARTF IANEFEZS A RBESME
MEBEEKARE, KBERE L. Gy F1GyS ABEFEI
%TE,HE DNA ME#BE 0% U L RN S TFTHURSD
KEHRA, B3I ASFHEEAHRBAZR , SHAR
AHETFHEREKR, GyS #HN A F 2 K35 425 bp, M
Gyd REMWAT 2 04 T5bp, XHARBLRFHE I L8
Gyl~Gy3 ®HF .,

£1 Gyl~Gys XENBFHAESFELLR

e- 35| 33 AMHNESTE ABTIL HRET L hBT2 H&ET2 RT3 HETF3 HBF4
Gy, I AuBy 286 228 254 291 558 381 387

Gy: I A;Bi, 277 238 254 292 537 624 387

Gy; I AuBry 286 617 245 312 525 439 387

Gy, I AsAB, 289 332 266 75 747 501 387

Gys il AsB, 292 358 263 425 645 485 351

3 W Gyl~Gy3 R RE 2 M MEHES, HGH BERAH 3T

T

BNEBHGS BEB4METFTHIAAATTHR,
HASTHNFIISCHEMN GyS(A;B)DNA F I E £ H
WL ERE ST AR, REWARMAAEEEHATER
TGOSkl SHRARANSEREARHE GyS £H
FR,

BRGYS MGy XERRTEN %8, H DNA FE
BB 0% E,BERETF2HEERALERBK., B9,
GyS M 3-RAMNITZRERITERMERE S (AATAAA),

BfES.

REHREHNERIAEN FTRERNENLRCRER L, B
HHASKRHENATNBERRUEAELERZXEREQER
BRI THALE. AEREQRZEEHFTRAAZLAEDIL
HEFEE B A M Legumin box! '3 i@ # ¥ 71 5% , lch 2 ) (14
MRERAEE I X GR(ABEXENMEITHEES
Glycinin box{ TAATAATTT) , 2 S WERE O EBA M FK.
HREARAGHS RHRBHTFTHHEEFA, 48 GyS BEF R
HTHMAR LEEE#RGTZH,

# £ x W
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Abstract
bers, i.e:Gyl — Gy5. A genomic clone containing the Gy5 gene from a genomic library of cv. Williams was isolated by us-
ing Gy5 cDNA probe. The complete nucleotide sequence of this gene has been determined. It is 2819 bp long consisting of
four exons and three introns. These exons and introns are as follows: exonl(292bp) , intronl (358bp} , exon2 (263bp) , in-
tron2{425bp} ,exon3(645bp) , intron3(485bp) ,exond (351bp) . The gene encodes 517 amino asids. This is the first time

to report the complete Gy5 gene sequence from a genomic library. The accession number in the DDBJ] database is
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The glycinin gene family encoding the glycinin subunits in soybean plants is composed of at least 5 gene mem-
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