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Fig.1 The relationship between AFLP detecting
efficiency and its selectivenucleotide numbers in

primer-combinations and the detecting method used

In blocks A, B and C, samples were labeled with 3*P. Samples in
different lanes are as follows: 1. NK58S; 2. NK58F; 3. 5460S;
4.5460F. In block D, Samples were labeled with **P. Samples
in different lanes are as follows: 1. IR64; 2. Azucena; 3. Q-
uguang ;4. NK58S;5. NK58F . Samples in each block were am-
plified by same primer-combination. A. EcoRI-ACA/ Msel-
CAT (3 + 3 combination); B. EcoRI-ACA/MseI-CT(3 + 2
combination) ; C. EcoRI-AA/ Msel-CT(2 + 2 combination) ; D.
EcoRI-ACT/ MseI-CAT(3 + 3 combination) .
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Table 1 The relative efficiency of RFLP, RAPD and AFLP for polymorphism detection in rice(tested in a pair of
allelic mutant lines, NK58S and NK58F)

No.of The relative
Molecular No. of No. of No. of pol hic fici i
. probe/ enzyme primer pairs total bands band © lmency] ror
markers combinations tested detected polymorp
obtained detection/{ % )
RFLP 72 340 0 Not detected
RAPD 500 6120 5 0.08
AFLP 30 5106 9 0.18
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Fig.2 AFLP pattern of rice allelic mutant lines amplified
with different primer-combinations

Samples in different lanes are as follows: 1. NK58S; 2. NK58F; 3.
5460S;4. 5460F . Samples in the 4 lanes of each block were amplified
by one primer-combination consisting of Msel-AA and the following
different EcoRI primers: A. EcoRI-AGT;B. EcoRI-AAC; C. EcoRI-
AAG;D. EcoRI-ACA; E. EcoRI-ACT; F. EcoRI-ACC; G. EcoRI-
ACG; H. EcoRI-AGG; I. EcoRI-AAG. Samples were labeled with
3P, Arrows indicate the polymorphism between the allelic mutant
lines. Only part of the gel was shown in this picture.
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Fig.3 AFLP patterns of bulked segregating analysis us-

ing the primer combination of EcoRI-AAC/ MseI-CTG

Samples in different lanes are:1, NK585;2, NK58F; 3, Bulk 5:4,
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Fig.4 Reamplification patterns of the four polymorphic
AFLP products amplified by the primer combination
EcoRI-AAC/ Msel-CTG
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AFLP Analysis of Photoperiod-sensitive Genic Male Sterile PGMS Rice Mutant Lines
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Abstract The reaction conditions for rice AFLP assay were optimized. The relative efficiencies for polymorphism detec-
tion of RFLP RAPD and AFLP were compared through the analysis between a pair of PGMS allelic mutant lines NK58S
and NK58F . Results indicated that the efficiency for polymorphism detection in rice is in the order of AFLP>RAPD>
RFLP and also indicated that AFLP is a powerful DNA molecular marker technique for polymorphism detection especial-
ly in the cases of extremely low polymorphism such as isogeneic lines and allelic mutant lines. The advantages and disad-
vantages of these three molecular marker systems were discussed. Using AFLP in conjunction with bulked segregating
analysis 5106 AFLP loci were screened and 9 of them showed polymorphism between NK58S and NK58F 4 of the poly-
morphic AFLP products were cloned Southern bloting analysis showed that two of them were single copy sequences while

the other two were low copy sequences in rice genome.
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