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Fig.1 Vectors used in enhancers cloning
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Fig.2 Influncnce of prokaryotic enhancer-like sequences on
the expression of lacZ gene in host E. coli strain
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Fig.3 Dot blot hybridization of lacZ gene
1~ 5: Dilution with 2 X gradient; A; pAL-MC8( + }; B; pAL-MC8
{ - );C:pAL, positive control; D: JM103, negative control
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Fig.4 The influence of MCR( + )} on the expression of lacZ gene in E. coli
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Fig.5 The influence of MC8( — ) on the expression of lacZ gene in E . coii
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Functional and Structural Analysis of A Prokaryotic Enhancer-like
Element in Escherichia coli MC1061 Strain

ZHU Min WU Shu-hua BI Xiao-lin XUE Shui-xing HAN Feng
National Laboratory of Molecular Virology and Genetic Engineering Beijing 100052

Abstract Cat and lacZ genes were used as reporter gene and three prokaryotic enhancer-like element MC2 MC8 and
MC9 were identified in the genomic DNA of MC1061 strain. All three fragments can improve the expression of lacZ gene
by 2~5 times with the orientation independence. The results of in wivo transcription and Dot blot hybridization assays
suggested that MC8 regulated the expression of lacZ at transcription level. Stepwise deletion expreriments showed the
functional domain of MC8 located at 450 ~950bp and in regions 450 ~600bp and 840 ~950bp contain at least one func-

tional loci. Sequence data indicated three are 3 A+ T rich sections in MC8 2 of them are in the functional loci.
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