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Fig. 1 ~ Metabolic fate of dopamine after oxidation by cryptococcal
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Fig.2 Structure and function of laccase paralogs in C. neoformans ® .
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Pathogenicity of the opportunistic pathogenic fungus Crypfococcus neoformans-A
review

Nan Jiang Defa Zhang Bing Yan Jiao Pan”™ Xudong Zhu”
Department of Microbiology College of Life Sciences Nankai University Tianjin 300071 China

Abstract The increase of clinical fungal infection causes a wide awareness. Cryptococcus neoformans is one of the major fungal
pathogens. In the past 10 years much progress has been made in its molecular biological research including the synthesis and
mobilization of the virulence factors as well as the signal transduction pathways during pathogeny. All these will help prevent or
treat this fungus. We review the virulence factors and the molecular biological research progress.
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