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Molecular regulation of microbial secondary metabolites — A review

Lingi Wang Huarong Tan”
Institute of Microbiology Chinese Academy of Sciences Beijing 100101

Abstract Microbial secondary metabolites play an important role in the field of industry agriculture medicine and human
health. The molecular regulation of secondary metabolites is gradually becoming noticeable and intriguing. In recent years many
researches have demonstrated that secondary metabolite biosynthesis is tightly linked to the physiological and developmental status
in its producer. It is suggested that the biosynthesis of secondary metabolites involves in complex process concerning multi-level
regulation. Here we reviewed the recent research progress on the molecular regulation of secondary metabolites in
microorganisms. In known about ten thousand kinds of natural secondary metabolites most of them about 60% were produced
by Streptomycete . Therefore the regulation of secondary metabolites in Streptomyces is chosen as the mainline in this review.
Additionally several well-studied antibiotics as the representative members were targeted. Finally some suggestions in
response to the issues at present have been presented in this paper.
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