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Table 1  Serine/threonine protein kinases from Streptomyces sp.
Organism Numbers Entry name of UniProt Gene names Extra domains References
Streptomyces ambofaciens ATCC 23877 1 QIRQY2_STRAM
Streptomyces griseochromogenes 1 Q841L9 9ACTO bls orfl LANC-like
Streptomyces fradiae 1 Q45R68 STRFR Peptidase-C14
Streptomyces violaceoruber 1 Q9ZA50 STRVN gra-orf7
Streptomyces toyocaensis 1 PK1 _STRTO stoPK-1 PASTA [17]
Streptomyces granaticolor 3 054230 _STRGT pkg2 PQQ [15]
054229 _STRGT pkg3 PQQ [14]
054228 STRGT pkg4 PQQ [14]
Streptomyces griseus 4 AFSK_STRGR afsK PQQ
Q93L38_STRGR AmfT LANC-like
032382_STRGR Pksgl
032383_STRGR Pksg2
Streptomyces avermitilis MA-4680 32
Streptomyces coelicolor A3(2) 34 [3]
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Table 3 Domain structure analysis of STPKs in S. coelicolor and S. avermitilis

Gene codes

Domain structure types

No
Extra

domain

SCO2110;
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type beta-trefoil lectin domain, PF00652), LamGL
(LamG-like jellyroll fold domain, SM00560), PG-bind-
ing (Putative peptidoglycan binding domain, PF01471),
SBP-bac-3 (Bacterial extracellular solute- binding pro-
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An update of Streptomyces eukaryotic-type Ser/Thr protein
kinases—A Review

Xu Yang ', Dongming Guan ” Shenglan Wang o Kegian Yang?

(*China University of Mining and Technology, School of Chemical and Environmental Engineering, Beijing 100083, China)
(Institute of Microbiology, Chinese Academy of Sciences, Beijing 100101, China)

Abstract: We review briefly the strategies and processes to identify Ser/Thr protein kinases from Streptomycesspp.
and discussed in detail the functions of well studied Ser/Thr protein kinases, such as the AfsR-kinase(AfsK), We
used bioinformatic methods to predict transmembrane regions in Ser/Thr protein kinases of S. coelicolor A3(2)
and S. avermitilis. The complete sets of Ser/Thr protein kinases from genomes of Streptomyces coelicolor A3(2)
and Streptomyces avermitilis MA-4680 were categorized based on domain analyses.
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