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Table 1  Primers used in this study
Primer Sequences(5 53T Restriction site
K1 GCGTCGACGTGTAGGCTGGAGCTGCTTC Sal
K2 CCAAGCTTATGGGAATTAGCCATGGTCC Hind
htpG5P1 CGGGATCCGCACTTTCACCGAACAGG BamH
htpG5P2 GCGTCGACGTAGGTCTACCTCAATAATGC Sal
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Fig. 1 PCR verification of the htpG deletion mutant. M:
Marker; 1/5/9: 2457T AhtpG mutant; 4/6/10: 2457T AhtpG::kan
mutant;3/7/11: 2457T recovery mutant; 4/8/12: 2457T wild
strain; 1/2/3/4: PCR products using external primers; 5/6/7/8:
PCR products using internal primers; 9/10/11/12: PCR products
using Kan primers.
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Fig. 2 The growth curves of wild-type, mutant and recovery
mutant strain.
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Fig. 3 Comparison of IL-1B (A), IFN-y (B) and TNF-a (C)
production in mouse sera evoked by wild-type strain, deletion
mutant and recovery mutant.
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HtpG protein of Shigella flexneri 2a strain 2457T evokes
inflammatory response in mice
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Jing Yuan®', Hengliang Wang®"
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(*Beijing Institute of Biotechnology, National Key Laboratory of Pathogen and Biosecurity, Beijing 100071, China)

Abstract: [Objective] To analyze the function of htpG of S. flexneri 2a 2457T, we constructed an htpG deletion mutant and a re-
covery mutant. [Methods] y-Red recombination system was used to construct an htpG deletion mutant of S. flexneri 2a 2457T. In
addition, a recover mutant was obtained by introducing a low-copy plasmid containing one copy of htpG gene into the deletion
mutant. Then, the growth curves of wild-type strain, deletion mutant and recover mutant were measured. Some of biochemical tests
were also investigated. Furthermore, the Sereny tests were performed to evaluate the virulence of these strains. [Results] No sig-
nificant difference were observed among three strains. However, the titers of some inflammatory factors evoked by wild-type strain,
deletion mutant and recovery mutant in intraperitoneal injected mice were quite different. [Conclusion] These results suggest that
the HtpG protein of Shigella flexneri 2a strain 2457T might be involved in the immunopathogenesis.
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