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Fig.1  Rolling circle model for AUD amplification. The thick line
indicates AUDs. A Replication fork transiting AUD. B

Recombination between prereplication fork RsA and postreplication fork
RsB. C Amplification by rolling circle replication. D  Resolution of

the rolling circle structure by recombination between RsC and RsD. n

multiple copies of the AUD. RsA B C D indicate recombination sites.
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Fig.2 Interchromosomal A and intrachromosomal B recombinational
DNA repairs  which reproduce an identical telomere and causes

chromosomal arm replacement respectively.
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Overview and prospect on the genetic instability of Streptomyces-A review

Wei Chen Zhi Chen Ying Wen™  Jilun Li
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China

Abstract Genetic instability such as morphological variation is a common occurrence in Streptomyces . It causes lots of trouble
in fermentation industry and research such as strain degeneration and reduction of antibiotic productivity. The relationship
between genetic instability and chromosome instability in Streptomyces has been well studied. It is very important to reveal the
molecular mechanism of genetic instability for strain improvement and for construction of stable overproducing strains. In this
review the present status and prospect on the study of the genetic instability in Streptomyces are presented .
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