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Fig.1 Electron micrograph of the strains. A RH0802 B RH0804.
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Table 1 Comparison of nutritional requirements between strain RHO802 and other species of genera Thermoanaerobacter and Caldanaerobacter
Nutrient 1 2 3 4 5 6 7 8 9 10 11
Starch + - + + + + + + + + +
Xylan + - NR NR NR NR + NR - + -
Xylose + NR - - + + NR NR - + +
Glucose + + + + + + + + + +
Sucrose - + + + + + - - - +
Ribose + - - NR + - NR NR - + NR
Mannitol + - - NR + + NR + + NR
Galactose + + NR NR + + NR + + +
Cellobiose + - + + + + + + + +
Mannose + + - + + + NR NR + + +
Fructose + + NR NR + + + + + +
Lactose + - + + + NR + + +
maltose + - + + + NR + + +
Pyruvate - - + - + + + + NR
Glycerol + NR NR NR - + NR NR - + NR
Yeast extract + NR NR + NR NR NR NR + NR NR

1. strain RHO802 2. T. kivui DSM 2030" 109160 3. T . brockii DSM 1457" 109165 4. T. acetoethylicus DSM2359" . 5. T. ethanolicus DSM2246"

6. T. wiegelii DSM10319" 7. T. sulfurophilus DSM11584" 8. Caldanaerobacter subterraneus subsp. pacificus DSM12653" 9. Caldanaerobacter subterraneus
subsp . tengcongensis JCM11007" 10. Caldanaerobacter subterraneus DSM13054" 11. Caldanaerobacter subterraneus subsp. yonseiensis DSM13777" . Note +

positive — negative NR not reported.
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Fig.2  Phylogenetic analysis of seven strains based on 16S rRNA gene sequences.
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Carboxydobrachium pacificum gen. nov. sp. nov. a new

Isolation and identification of seven thermophilic and anaerobic bacteria from Hot

Springs in Tengchong Rehai

Yueqing Lu' Bo Chen' Xiaoli Liu> Xiuling Ji' Yunlin Wei'*  Lianbing Lin'*
! Biotechnology Research Center Kunming University of Science and Technology Kunming 650224
? Institute of Microbiology Chinese Academy of Sciences Beijing 100101

Abstract Objective In order to study the taxonomic characteristic and physiological biochemical properties of anaerobic
bacteria from hot springs in Tengchong Rehai  Yunnan Province China. Methods Using Hungate anaerobic technique We
isolated seven strains from hot springs in Tengchong Rehai Yunnan province and analyzed their 16S rRNA gene sequences.

Results The seven isolates were rod-shaped Gram-negative obligate anaerobe and spores formation was not observed. All
strains could grow well at 70°C . Growth of strain RHO802 occurred between 60 and 80°C  optimally around 70°C . The pH range
for its growth was between 5.5 and 8.5 with an optimum around 7.0. Strain RHO802 grew on a wide range of carbon sources
including glucose starch mannitol mannose ribose maltose cellobiose xylose fructose galactose xylan and glycerol
but it could not utilize sucrose or pyruvate. 16S rRNA gene phylogenetic analysis showed that the maximum similarity between the
five strains and the strains of genus Caldanaerobacter was up to 98 % except RHO804 and RHO806 which reached to 96 % and
93% respectively. The two isolates were presumed to be potential novel species. The GenBank accession numbers of RHO802 to
RHO808 were FJ748766 FJ748762 FJ748761 FJ748763 FJ748765 FJ748764 and FJ748767. Conclusion The results
showed that the seven thermophilic anaerobes belonged to the genus Caldanaerobacter .
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