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Regulations diversity of fungal copper homeostasis-A review

Changwei Zhu, Jiao Pan, Bing Yan, Xudong Zhu ™
College of Life Sciences> Nankai University, Tianjin 300071, China)

Abstract: Copper is an essential trace element in all organisms and serves as a catalytic cofactor for many biological processes in
cells. Yet excess cuprous and cupric forms can be high toxic to the cells. Thus cells must have developed diverse mechanisms to
control the uptake and distribution of copper. Much are known about the copper metabolism in Saccharomyces cerevisiae and a few
other fungi. In this review, we focus on the recent research in copper uptake, transport and distribution in model organism baker’s
yeast Saccharomyces cerevisiae> as well as the new frontier in other fungis e. g. the novel roles of copper in the pathogenesis of
the fungal pathogen Cryptococcus neoformans .

Keywords: copper; Cu/Zn SOD; copper chaperone proteins; Saccharomyces cerevisiae; laccase

Supported by the Natural Science Foundation of China 80570027
" Corresponding author. Tel: + 86-22-23506510; E-mail: xudong82 @ nankai. edu. cn
Received: 9 December 2008/Revised: 17 February 2009

A AN AR A AN A N AN A A A N A A A AN AR N AN A N

1953 F-A I PAK BT A &4 30 E M

2008 4F 1 HHpAy,  @EEYDZERY B 1953 4560 T LUK IR SCRE 42 30 B R E R | RS B B AS T E U0 fup: //journals . im.
ac. en/actamicrocn) W BT FE U 5% R 4!

FEN A SCHEUI R TAE R A 2007 FEHITTAGI, SG0d 27 N5 Ty, TE T2 MR 5Em. mT @EY¥
RPI s AE, FLRE T PR, B ™, UESH A S %,

G RO T WG

2009 4 7 Al
I ] T Ly Wy
1953 ~ 1956 AT 1~4 1~2
1957 ~ 1958 Z1 5~6 1~4
1959 ZT 7 1~2
1959 ~ 1962 15T 3 4F
1962 Z=T 8 3~4
1963 ~ 1965 Z=T 9~11 1~4
1966 Z1 12 1~2
1966 ~ 1972 15T 6 4F2F
1973 ~ 1988 ZT 13~28 1~4
1989 ~ 2007 XU 29 ~ 47 1~6
2008 HHI 48 1~12
2009 JERL 49 1~7






