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E3 ubiquitin ligase activity. These proteins are involved in different cell processes and play a
role in the host immune response to viral infection. The proteins of TRIM family can exert
antiviral activity by enhancing host innate immune response or directly degrading viral
proteins. In some cases, some viruses can use TRIM family proteins to regulate cytokine
expression to promote their infections. This article reviews the research progress in the role of
TRIM family proteins in viral replication and the related mechanisms, aiming to provide a
reference for studying the mechanism of viral infection.
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Table 1 TRIM family proteins in different
species™™!

Species Number of TRIM family proteins

Humans >80

Mice 64

Pigs >50

Worms 20

Flies <10

RING 543824 162 bp) e M AZKE i 5%
EEAB PRI — e85 Y, H40-70
A2 Jo R R 4 S PR Ak R4 A M. RING 2544
BT TRIM M E3 4G, Ktk TRIM
B VLRGN P n] 2 5 7 S R4 R A 0 T S A
PG B AR AFSEUERH RING S5F3A0 E3 72
RIEREHGMEE TRIM E A PUR ek
#H B RFTEVE, RING 4550 LI# TRIM &
3 1 77 R 50 #2872 & (ubiquitin-like, UBL){&
WA s AR E 2R, B-box (Y
276 bp) & & A FERE R B 25, LR R
IR AL TRIM  ZE06 i 53 22 [AE- <7 1
el JEEAESE 54t HIV LA, cC 45
F3R(Z) 125 bp)te C imils &by, 1EARSN CC
AT R AR R B S R Ak S
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PRY-SPRY 53 22 5 Al 73 2hy C-I-C-XI 11
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Subfamily N-terminal domain C-terminal domain
CI @ TRIMN, TRIM9, TRIM18, TRIM36
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Pyrin TRIM44 (APyrin, B1, PRY, SPRY)
No RING TRIM66

©
®

B2

E 1 TRIM RiEE BRI HE"

Figure 1 ]

Domains of TRIM family proteins" ™.
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Figure 2 Inhibition of AV and HBV replication by TRIM family proteins'' "',
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S, XFEHIMET TRIM41 RING Z5#41% E3
2R EEERETER C gl sk i se 2 k=
I TRIMA41 5@ 53 AR PLE % HBV ENIF
ENIIE P, SEMHm i HBV A% st 55 611,
1.3 TRIM ZHxE B Xt H w5 a9 ) H
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TRIMSo ] 5 Wil 300 A S 2 52 ] Jo] 34 17 .
R BOFE R B, H 2 AT LU B An i B A
(cytoplasmic body), 7EBR il 8 B YL i 5 8 22
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(human immunodeficiency virus, HIV)ZE F i
NS2B/3 44, fitilf NS2B/3 /) K48 12 Z btk
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i T AR FETRL T 90 3R 0 WA BT 800 7 B UL Y
TEFE,

[ 7 5 40 9 92 95 B (herpes simplex virus,
HSV-1) /& —Fp & AL A SUE DNA i 87, %90
USSR R, BOLRBEIE 97%, FFHX
Pefil & AAEVTE M BB, TRIM22 J&—Fifr i 7
HSV B BRI -, i 3 2 28 1 5 A R A
S G 40 JER R ) ik = g 2 S 20 DY 1O 2
RG22 K 0 FRAIAZ B 1 (herpes simplex
virus 1 virus deficient in the viral transactiva-tor
infected cell polypeptide 0, ICPO-null HSV-1)J5 %

S, TS R R A A . A TRIM22
WP A DNA W65, 1 p-F1 y-R i En
AN, TRIM22 H i S5 o7 3 PR 58 A8 R B
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A5 S RE SR HSV-1 (50 AR, 2
— B L HSV BRI PO e A H
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Z Bk 4% % 7% (Japanese encephalitis virus,
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TR EhE SR 2 A e B (porcine reproductive
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B B3 12 R ¥E B 16 15 8 AR g AR 4
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W B2 A R D
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Figure 3  Signal pathway map of TRIM13 promoting EMCV.
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SERFERFR), TGN EEE A IFN-B 1R
ik, fedk TR Narayan S57E0FIE TP &k
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/NERUA TRIM 13 ZE R BB/ BR(TRIMIL3 )i, 7
EMCV J&YL)5, TRIMI3 ™ /NEUBIAE I st 1] B 4
KFEERNRPY, ATES TRIMI3 St
MDAS 5% IFN-B FIiEAH G TEAR sl A TRl 48
YR AE %% 7% (red spotted grouper nervous necrosis
virus, RGNNV)H1, TRIM13 HJ RING £ 4 3s xf
HAZHIBAE N, TRIMI13 A G T
PEIH AT 3 (IRF3). IRF7 #il MDAS 5%/
THERB S FIEE, BT Fh T PR A H
Tk, FRF, TRIMI3 B3 280 A [ 75 B
PR R F IL-6. IL-1B. TNF-o [97ik, *f
RGNNV {45 il 45 25 455 (42 b1 MO Li 2548
W R B, FKESS HSV-1 f#E)5, TRIM13
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BT AN, X —MR BT R T
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