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B OE: [88] 305 88 RARAZEAERGHEIRE WILATH (Loigolactobacillus coryniformis)
Le7 #0545 e it B w4E. [F%] AT 16S rRNA AR AR RS KRAMEZ %
RAF, 2 L7 #ATEF L5, @A BRE. B, AR E £R, AR M,

O IR Bl E AL P EOR M RE, IPAE LeT s A AR, RIAT, MR HE M KA,

WPA4E Le7 9 A KA. [4R]Y Le7 524 L. coryniformis, EBAf B e9ESLERT,
Le7 #957% % 4 70.17%. Le7 *F HT-29 @l 6g 46 M #5404 56.33 CFU/cell, H § & & Fo 3 KM 5 A1
H 80%7F 40%; Le7 x4 48 K& & A= R A R TTH 5 7 /4% ILBUR B AR B3R 0949 F1 58 775 2 1,1-
R HR-2-% A BH(1,1-diphenyl-2-picryl-hydrazyl, DPPH)#A=# £ 1 & (hydroxyl radicals, -OH)#) & &
5 A A 91.70%F 48.53%; L7 s I R Aol I B id i, »FiRBReg K % S £ H80u%. A
R&EMKFEET, Le7 TRAD AL KEN R K TR (P<0.01), &M AL T K E(P<0.01),
I HBEAR T i 42 K fm e B F TNF-o F= [IL-1B 693K, A+ & T 4 X e B T 1L-10 495K E(P<0.01).
[4]) Le7 BA SARBRRARRXE N, THEAZEARBEFTFLAZA.
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Abstract: [Objective] To characterize the Loigolactobacillus coryniformis Lc7 isolated from
feces of healthy adults and evaluate its probiotic effect. [Methods] Phylogenetic tree was
constructed based on the 16S rRNA gene and the core genes of the genome for taxonomic
identification of the strain. The tolerance to acid, bile salt tolerance, adhesion, antioxidant
activity, and antibacterial activity were tested, and the hemolysis, gelatinase activity, and
antimicrobial susceptibility of Lc7 were examined to evaluate the probiotic property. In
addition, ulcerative colitis was induced in mice to assess the in vivo anti-inflammatory potential
of the strain. [Results] Lc7 was identified as L. coryniformis. The survival rate of this strain
was up to 70.17% at pH 3.0 and in the presence of 0.3% bile salt. The adhesion index of Lc7 to
HT-29 cells was 56.33 CFU/cell while self-aggregation and hydrophobicity were 80% and
40%, respectively. Lc7 inhibited the growth of seven common pathogens including Shigella
flexneri and Salmonella typhimurium. Moreover, it scavenged 91.70% and 48.53% of
1,1-diphenyl-2-picryl-hydrazyl (DPPH) and hydroxyl radicals (-OH), respectively. Lc7 showed
no hemolysis or gelatinase activity and was sensitive to the antibiotics tested. In the experiment
on colitis mice, Lc7 group had longer colons than the model group (P<0.01). In addition, Lc7
alleviated colonic lesions (P<0.01), decreased serum pro-inflammatory cytokines TNF-a and
IL-1B, and increased serum anti-inflammatory cytokines IL-10 (P<0.01). [Conclusion] Lc7 has
probiotic and anti-inflammatory properties, which can be further developed as a probiotic.
Keywords: Loigolactobacillus  coryniformis; identification; probiotics;
inflammatory
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1.1 SLEEHR R LE TN
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lactis)y 1235 . fili % &% BR W (Streptococcus

pneumoniae) ATCC 49619 | 5 RYERIHIEA
(eneroaggregative Escherichia coli, EAEC) CICC
24186 . i it 1l M K B #T 1 (Enterohemorrhagic

Escherichia coli, EHEC) ATCC 43895 . i %€1>
[T (Salococcus Tytaomicron) ATCC 14028, 4=
T {0 1 4 BK B (Staphylococcus  aureus) ATCC
25923 . X AW M 3 AR 2 B ¢ T (Listeria
monocytogenes EGD-e) ATCC BAA-679 ., WEERR
P (Streptococcus suis) ATCC 43765 FIfE K 2a &
B (Shigella flexneri 2a str.) 301, DI B k1Y
DRAFTE A 52 30 28 ) 358 [ A =X R O
iIL>(American Type Culture Collection, ATCC)
1 ] T AR W T R AR R A B PG (China
Center of Industrial Culture Collection, CICC),

S B W) . JC A E R IR 9 (specific
pathogen free, SPF) 6 J& it it C57BL/6N /)M
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A ¥ - BH 5 7 I8 15 (cation-adjusted mueller-hinton
broth, CAMHB)% 57 5 1 E-test 2%, Oxoid 23 A ;
MH 91 R £ . B R £h 2% b W (1x) (phosphate
buffered saline, PBS), JLHlZKEFERHEA R
Al 1,1- R A -2- = 2R ik [1,1-diphenyl-2-
picrylhydrazyl radical 2,2-diphenyl-1-(2,4,6-
trinitrophenyl) hydrazyl, DPPH], Sigma-Aldrich
ONE] s R B R B (dextran sulfate sodium
salt, DSS), MP Biomedicals 2\ 7 ; [ifFI5E fr e Wi it
i ¥ (enzyme-linked
ELISA)iX 7 & . 9% ¥R 5 A+ (tumor necrosis
factor-a, TNF-a) . [ 4Hffi/) % (interleukin-1p, IL-1p)
K 4/ Z£(IL-10), R&D SYSTEM 23+,
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DNA hybridization (DDH){H, fi [/ prodigal
BT LR S A AT EE R U, 2
Niu %05, /] CD-HIT?” | MAFFT?!!
M FastTree Vi {4 44 4 56 - 3k P 241 4% .00 3
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10® CFU/mL Lc7 W &R T pH 3.0 ) MRS
ARG I E 1.5 h)5, 4 C. 4 000 r/min
2.0 10 min 73 B K, i1 PBS ¥ VR 1K
3WE, AT 0.3% (& B BOM iRk
() MRS WA R P ARLE T 1.5 h, Hi M
FERER RS, AR TR AR, T 0 h TG R
B(No)AI 3 h i BLEEL V), AR AR (D)
TH %,

1715 %(%)=Log CFU N,/log CFU N, (1)
1.5.2  fhMi#E R SLLe P

TN A R FNH K M LB NS5 I
Y 2 HT-29 20t 4R B

(1) AREREA: ¥ Le7 WEEZRE
1.0 (ODy, %3 10° CFU/mL), }%3% 24 h J5, MIAE
HERMEICH oD, WIEAK 2 115 A RE
e, ARERRTIN R 3 ANFEL: 16%-35%,
K% 35%-50%, H%; >50%, 5%,

(2) FHRRIBAMERT: ¥ Le7 WEEIK
M 1.0 (ODg), MIAGFARR ZHZE, RIZUR
5] 2min, $E 1 h JGEREA VLA, % HKAH
ML oDy, AKX Q2)IHE Le7 £
Bk o
H BAE /K PE(%)=[(ODy—0D,)/0D]x100  (2)

(3) Xt HT-29 4L ¥ RGBAHEFH : 2 B8 Hojjati
SRR v, A BT B 1x10° CFU/mL
HT-29 4042 F T 24 FLHET IR (N B B 58 35
PR REERE, WA 3 ), aBmA
1x107 CFU/mL Lc7 1 L235 BEEW, NIERK
HIFLIBE R IELE , AE 37 C. 5% CO, B34
B3R 3 hJa, VRN 3wk, SRJEHEEREE .
W g M o LS IEE BT 1 000 1%
PR WA BRI Bk L7 R BRHE O, TH3E0R B35 4
(adhesive index), RIBEALM 308 T 4 10 4
LT THEE HT-29 40 SRS R 0% SF- 2 4 e 5, kG B
FEE<1 M ERERE, <50 SRR AERLIE, >50 ik
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(1) DPPH W BRZM5E : ¥ 10" CFU/mL Lc7
7E MRS #7535 5% 24 h J5, 4 °C. 4 000 r/min
B0 10 min, WA AW LI W . FEA A (4):
2 mL Lc7 KBE LIS A 2 mL 0.000 4 mol/L
DPPH i ; 24 (4y): ¥ A4 DPPH ¥l
WA TR LB XTHRA(4,): # A HREE L
W MRS WA IR, 37 CROLIEE
30 min, M 517 nm AbAWOCEEE 4, A
#x(3)i1% DPPH W%,
DPPH 75555 (%)=[1~(4s—A4u)/A,]¥ 100 (3)

(2) -OH JEHBRRME . i#t Fenton N IK
AU E Le7 XF-OH (g FRAE 1. R Id 4
(Ap): 1 mL 554%(0.000 435 mol/L), 1 mL FeSO,
(0.002 5 mol/L), 1 mL H,0, (3.0%, sk
0. 1 mL ddH,0 Al 1 mL PBS; %5 FH4H(Ay):
et A4, 21 Ho0, B4k ddH,0; FEM 4 (A):
A, 41 ddH,O HHky Le7 AW . 37 Tt
E 30 min J5, 4 000 r/min &.0> 3 min, &
525 nm AbRY OGRS A, AR (4)iT5E-OH
-OH 75 BE 3 (%)=[(4~A4,)/(4y—A4,)]x 100 4)
1.5.4 HNE SIS (= 5%)"

PR WIS R W R RIE R IR A . W
N (IR E N 77 & S I W S W = N s
BRIA . FAAZ A0 M AR 2R TR L A BE K TR AR
[C 2a BB EIENARIRBORE . x5k &K
WIBEOR B A Le7 % 10° CFU/mL, JfF##
25 il U0 T BRI A AR T MRS iR B
FeRm, BESHL 15 pL Le7 1H 2R T 15
FRILR MG SR 24 h 5 I 42 P B R /N (D T
DURE B8 DAV Dk i BEES T4 ) o B0 A RE D
FrdfE: (+) 10 mm—-15 mm; (++) 15 mm-22 mm;
(+++)>22 mm,

A M eI

Lc7 78 MRS I 3R B 52 He 5 5% 24 h )5, WL
SRS NP MG . o ML (A V% 8 Bl P s
SRR -V I (T v S 1R R 0 P X sl )
Y- L (AN 235 RS I ) o
1.5.6 BARGESE M SRR

# 10 pL 10° CFU/mL Lc7 B IEM T
MRS+3% (J5i 5 A4 A 70 0 WA e B i B 7 B 3R T
FE 24 ho B IR RIGT IR 53 5 P B R SR
SRR, ULEETA 7 ] S A5 0 I =
S. aureus 25923 A Ay B i il FH 14 %5
1.5.7 MEZAYEURM LR

AW G AT 0 A 2R B2 BB B 1% (E-test) ik
AT B0 TR 25 W OB S R FH I R RN S 5
% bR 1EPF 22 (Clinical and Laboratory Standards
Association, CLSI)JT il % Bt B 24 4 2% P il
TR BEFR VE (2018 JR )Tk L AT 1 i 72 e B
250 e B A EE KR TR 49619 1F Sy BT 4t 5 1l
FAR . B ERIE 0.5 (0Dos)I Le7 HER
P15 A T CAMHB+5% (i & 74 £ 4350 i
2 Y T 1ff B 7 AL R I (GX 46 B R TR M IR A
FLfit LInA 50 ng/mL E585), JK5 B-test 55 &
TR FREFRM, 3% 24 h J5EeEUR/MIHIHk
J (minimal inhibitory concentration, MIC){EO
1.6 Lc7 AAREMRIMKINEETEMN

ARSLES 2 I8 Bian ZEPYAGHTSE, WA B,
~7 d-7 d, Lc7 THIAL(DSS+Lc7 4) Akl Z
(DSS A y/NREER 2 HIHER 0.2 mL Le7 WAER
(%5 10° CFU/F) 1 PBS (1) . 0 d-7 d, DSS
4 Le7 T4 3% (SRR 040
DSS. % 8 KX, X/NRMFATIREREUM, W i
. A ELISA 35 & & I 4% 4 40 Mg N+
TNF-o, IL-1B A1 IL-10 ¥, HEE4m)E, W
FAE R BB, A%, S 4%
22 B P S [ o8 e i 235 i 41 A LA R AT H&E e fa,

1.5.5
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TR a5 mBEPLER 10 ASPILEFHE T4 2L B 2
PESr, 4211 4> (histological activity index,
HADFRES I Delday EHRF5ER,
1.7 BESITS SN

W SPSS 25.0 HEATEUE ST B, %K
(B 25 2R DL IS B0 1 22 B B+ PR i iR 3R 7
it I R O 2 e e e Ar AR e e, (i
Dunnett J7 ¥ #E4T Z 4110 L&, P<0.05 3R 2
SAG I E X 1 GraphPad Prism 8.4.2
B2 E L,

2 BER540

2.1 Lc7 £EAFERBYMAINE
Le7 WA EILAM, NEWH, REDLHE,

MZFN, H2E Y@ PHM: . 16S rRNA HEH
FE 8 ek 8 0 o, T VR e v A A e TR S
IFLFFE DSM 200017 (100%)FH R i M ALAT
BEHRAR A KCTC 31677 (99.93%). 16S rRNA
SR ARGV T R Le7 SRR IE ML A
DSM 200017 # b6 RIE (B 1A), AiE—2 8

A 44— Loigolactobacillus coryniformis strain DSM 200017 (NR044705)
73 Loigolactobacillus coryniformis Lc7 (NMDCNO0O00116T)
Loigolactobacillus coryniformis subsp. coryniformis KCTC 3167 (GL544638)
Loigolactobacillus jiayinensis 25717 (MK 110846)
Loigolactobacillus zhaoyuanensis 18737 (MK110851)
Loigolactobacillus binensis 73527 (LC438524)
Loigolactobacillus coryniformis subsp. torquens DSM 20004T (AEOS01000123)
44 Loigolactobacillus rennini DSM 202537 (AYYI01000077)
Loigolactobacillus iwatensis IWT 246" (AB773428)
9L Loigolactobacillus backii ICM 186657 (AB779648)
Loigolactobacillus bifermentans CIP 1028117 (JN175330)
Lactobacillus acidophilus DSM 20079" (M58802)

47
42

B —— Loigolactobacillus coryniformis subsp. coryniformis CECT 57117

Loigolactobacillus coryniformis Lc7

1.000

Loigolactobacillus coryniformis CBA 36167

1000 Loigolactobacillus coryniformis subsp. torquens 141

Loigolactobacillus coryniformis subsp. torquens 421

1.000

Loigolactobacillus coryniformis subsp. torquens DSM 20004

1.000

——— Loigolactobacillus coryniformis subsp. coryniformis CRL 10017
1.000

Loigolactobacillus coryniformis subsp. coryniformis KCTC 31677

1 16S rRNA EE KR EFEZOERRG L FHLH

Figure 1 Phylogenetic tree of 16S rRNA gene and genome core genes. A: The phylogenetic tree of 16S
rRNA gene sequence in the genus Loigolactobacillus, Lac. acidophilus strain DSM 20079" as an outgroup. B:
The phylogenetic tree of the intraspecific genome system of L. coryniformis. Numbers in parentheses
represent the NCBI reference sequence, superscript T indicates the strains are type strains, bootstrap values
are shown at branch points based on 1 000 resampled data sets.
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S5 EBoR L7 S5BRIEMELITE CBA 3616 %
HF A —defbsr 32 (F 1B); 1t4h, DDH. ANI
M AALESH B, BRRIEWCELAFE CBA 3616"
5 Le7 MRS (DDH 85.40%, ANI
99.02%, AAI 98.65%), H. /=T &FhE % BE
(DDH 70%, ANI 96%, AAI 95%) (3% 1), Zi L
JIFiR, B LeT 2858 AR WFLAT A -
2.2 Le7 &SR 1A
2.2.1 Lc7 BB RFHIMER FIRE+EREL 88
Lc7 1EARMR (pH 3.0)F1 0.3% (i AR FR/3%0)
NEHRRERHELSAEHIT , AAEFRN70.17% (K2),
FW Le7 BA & i i AR AR ER 8 ) o
2.2.2 Lc7 EBRSRAIRS MM
Le7 1557 24 h J5 A RERE T8 80%,
J& T FREE EAVUEFI 2R, Le7 i
KM R 40%, Hel BHPEXTIRE R L235,
I T A B Y00 S U T USRI, Le7 FIH
M HT29 4 e, FORGFHHEE0CH 56.33 CFU/cell,

J& TR R (R 2) . BREER W Le7 HA 5k
ARG BT
2.2.3 Lc7 EBERFHIMAILEE

Lc7 %8 FiEW-H DPPH MIE & -OH
BRI M 91.70%H1 48.53% (% 2), H: DPPH
T B = T T i FL B AT R BD-IT (27.12%—
43.99%)%, -OH & BR R i T 7 R W L AT B
NA-3 (37.77%)%, 168 Le7 HA & 7K 9 DPPH
THRREE NI AP 45K 1Y -OH TERREE S, LI
9 Le7 BA 8Pt 8L EA .
224 L7 EARBEAIEIER

L7 XFEHUR 7 R UL B B 38 B
HIVERT o Horbh 041G 2a A BT 301 A LS5 9%
TP T 14028 AP aI/E g5k s Le7 X5 == ]
PESOE T AR SR T 22 AR, SRk
JEWCELAT B SZD R FT 45 A A RO 3).
2.2.5 Le7 TiRMIMINE

R AE R R AR R, WSz
YRR ZY, ISR b2 B B ol a7 B I
o G5 EIR Le7 o MG (y wii, Bl 2A),

Fz1 KR LT EEMAEAKEREYSER DDH. ANI, AAI

Table 1 DDH, ANI and AAI of genome were compared between Lc7 and intraspecific other strains
Strains DDH (%) ANI (%) AAI (%)
L. coryniformis CBA 3616" 85.40 99.02 98.65

L. coryniformis subsp. coryniformis CRL 10017 77.70 98.19 96.91

L. coryniformis subsp. coryniformis KCTC 31677 75.90 98.26 97.95

L. coryniformis subsp. coryniformis CECT 57117 75.30 98.22 97.85

L. coryniformis subsp. torquens 421 74.60 98.04 97.83

L. coryniformis subsp. torquens 141 74.30 98.04 97.85

L. coryniformis subsp. torquens DSM 20004T 66.20 97.59 96.86

DDH: DNA-DNA hybridization; ANI: Average nucleotide identity; AAI: Amino acid identity.

2 1Ml Le7 BRANBETEREL M 214 . KEMHMER MM E L EE
Table 2 Acid and bile salt tolerance, adhesion and antioxidant capacity of Lc7 (%)

Strains Tolerability®  Auto-aggregation Hydrophobicity Adhesive index” DPPH Hydroxyl radicals
Lc7 70.17+3.35 80.00+0.00 40.00+0.07 56.33+£25.33 91.70+0.86 48.53+1.10
L235  88.40+1.52 70.00+0.00 47.00+0.06 81.50+33.73 93.26+0.77 49.74+2.51

L235 as a positive control; *: Continuous acidic (pH 3.0 for 1.5 h) and 0.3% (M/V) bile salt (pH 6.0 for 1.5 h) treatments;

b Unit is CFU/cell.

http://journals.im.ac.cn/actamicrocn
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&3 Le7 WimRERINSIER
Table 3 Antimicrobial activity against pathogens of Lc7

Strains EAEC EHEC S. tytaomicron S. flexneri 2a  S. aureus L. monocytogenes S. suis
24186°  43895° 14028° str. 301° 25923° EGD-e BAA-679" 43765°

Le7 + + ++ +++ + + +

L235 + + ++ +++ + + ++

L235 as a positive control; *: Gram-negative bacteria and ": Gram-positive bacteria; The corresponding relationship between
the symbol and the diameter is: +: 10 mm—15 mm inhibition zone; ++: 15 mm—22 mm inhibition zone; +++: >22 mm inhibition
zone.

2 Le7 iR MFNRARRERE AL
Figure 2 Haemolytic and gelatinase activity of Lc7. A: y hemolysis of Lc7; B, C: Gelatinase activity of Lc7
and S. aureus 25923 (positive control), respectively.

2.2.6 Lc7 TRRRCERSE M Le7 XPARUGERT) 9 FHiE iy 8 Frksl
AR B AT A W IR gk, O6T i R R BN (E 4),

KA, RV AR, SRR LeT Wil L7 BOA RIFRIHTI 25 iUk

S EEEFATE(E 2B), BAVEXTHR & B AMAIR 23 Lot AR RS M BHATNEIEMN

P& 25923 Sy B I BHAE (] 2C), 23.1 MEBE L7 WMSEW/NRESE
2.2.7 Lc7 EBERGFNINEAYEURM Fa /N R i R AL G (BD-7 d-0 d), *F+F

WFFERIIFLAF B T 7 7 8 R RART 2557, PA/NREEH Le7 WK E o 4R R4 41/

x4 M E-test RAKEN Le7 MINEHYEURM
Table 4 Antibiotic susceptibilities of Lc7 by E-test strips

Antimicrobial class Antimicrobial agent Lc7 S. pneumoniae 49619
Penicillins Penicillin S S
Ampicillin S S
Carbapenems Imipenem S S
Meropenem S S
Lipopeptides Daptomycin S S
Macrolides Erythromycin S S
Lincosamides Clindamycin S S
Oxazolidinones Linezolid S S
Glycopeptides Vancomycin R S

S. Pneumoniae 49619 as a quality control (QC) strain; R: resistant, S: susceptible.
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P KORS P 45 A DR S R Ao Ui Le7 R/
AR ETE A

232 Le7 BEEMRIER, FERIAUT
HHE

(1) Le7 T 1] B0t 25 0 26 /I BREE A PR
XFIRA B H 2S00 IE 5, 2PURCIR ;. BIA A A
B2 RIS 55 3 RISME 2R HO8 AR ;
55 REZLEWAACNGRMAE, 2imkR.,
TS 3 RIS 2 5 RIS ERHE
Mtks 55 6 RE BT AIMAE, HBorE
MR, B Le7 7E— R FoE 745K
/NER ZEME MR

(2) Le7 T n] el 38 45 g 5 /)N Bl ah i e 714
FELE I RAA | s 1) ™ B R B Sl R 5 i
RAE T B L5 I B 4 Je A P, 45 R R Xt
R AN L O A B IR TR TR N
BRI /N 25 W sk e 22, I e M HLA
AR, K 0T HE ZH B 8 45 4. (P<0.001); 13
AN R T R e SO S I TR TRV NIE D W
B KM, BB B K TR R4 (P<0.01), Ui
W] Le7 £ — R Lok T 450 RN 25
TR RKE (B 3A. 3B),

(3) L7 Tl nT & fif /N R A5 W S S fidds . B
REE AR BL2E P . X RRAL 25 I 2 8045 2 454
W, B LS MR EE R, HEPIH
W HMOESIER, RIS RMESAE, B
I 25 WA 25 W AL 23T WY 0, B L
W5, P B IR BT 2k k3G A 25 s 21 SV (2R
k), R ZkE R E G amisk); =
NMEFET)Z, vT UL HCTE ik O 40 M 32 0 (G (0
) IR Y K, B PR UL RE B 2R Y

(KRt i) s BT Z 0] WK, 4545 4120 HE
GBS (L k) o T T2 45 i A 2L 45 0 o I
B S5, R D B S A 4 P e i A D A 2
RS FR A Th 41 B3R (41 i 3k (] 3C).

45 i A1 2E00 B A7 43 A AT 56 i 2 A A
H DSS 515 . DSS 755 /4 20 40 B 5 41— i
R E-ERE, BIQ-490). XTRR4L: 100%A981
PTG R IO H); A : 56.67%HL EF
BT Q2-4 K, HA 43.33%M00E Jos
FTHO X)), SXRAMLL, ARIT¥ER
(P<0.001); T+ /NRZEM 75.56% 1) 0 B
TR0 %), HA 24.44% 0 =
IR (24 ), SEBIAML, T/
BRLZH U B A7 03 B 3 IR0 9, P<0.001;
2 %%, P<0.05; 3 4%, P<0.01) (Kl 3D), L
IRZE R R /NI RS ), Le7 mI LA
R /N R 1 98 AR s B AR, %o /DN BRO 485 1
AERAER

(4) Le7 Al 8755 45 M 98 /I BRUMLTR RAE R 138
ik SR IBD F ZE % IR & 40 i N 1
IL-10 FH A 20 i B 2 18] A9 SF- 5, TNF-a
FIRAKF T 2 DSS A T 45 R RBP4
R RBR A T T S e R A F TNF-o
FIIL-1B YR EE(P<0.01); AHECTHIAIZE, 9l
2 REAR T R 40 ¥ TNF-o il
IL-1B ¥R B (P<0.05) M Tt i 1 P 2 4l g K -+
IL-10 I FE(P<0.01), UiBAAH 5T BT S 45
W 9¢, [RIBT Le7 BeasiE Ik 8777 4 A 240 i P+ 3%
IRERCE RAE RN, BOAN Le7 BA —E Mt R
TERI(A 4).

3 ik
A AR 0 6 AR 2 2 L

G A Ve . VR IR e — MR LAY EE )
K, A EL0M KN, 5 40T B0 A
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Figure 3 Administration of Lc7 protected C57BL/6J mice from acute DSS-induced colitis. Values represent
mean£SD; *: P<0.05; **: P<0.01; ***: P<0.001. A, B: Colon length changes in the DSS-induced colitis
treated with Lc7 or PBS for 7 days. C: Representative images of H&E stained sections of colons from
indicated groups. CT: Normal control group, no pathology; DSS: DSS-induced colitis group, moderate to
severe histopathological damage; DSS/Lc7: DSS-induced colitis mice dosed with Lc7 group, slight
histopathological damage. Black arrows: A large-scale ulcer can be seen in the intestinal tissue, the mucosal
epithelium falls off, the intestinal gland necrosis disappears and is replaced by proliferative connective tissue;
Red arrows: Lymphocytic infiltration; Yellow arrow: Inflammatory cellular infiltrate in mucosal epithelium;
Brown arrows: A part of intestinal glands were dilated and basophilic flocs had been seen in the gland cavity;
Blue arrow: Submucosa edema, loose connective tissue arrangement, bar=50 um. D: Histopathology scores
showed Lc7 treatment of DSS-induced colitis significantly increased the percentage fields of view with 0
score (no pathology) and significantly decreased the percentage fields of view at score 2—4 (moderate to
severe pathology).
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Figure 4 Lc7 regulated inflammatory cytokine secretion in serum of DSS induced colitis mice. IL-1p,
TNF-a and IL-10 secretion in serum of mice were analyzed by commercial ELISA kit. *: P<0.05; **: P<0.01;
Values: Mean+SEM.
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