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FE . 7R R KA T (Shiga toxin-producing Escherichia coli, STEC) & B E & YR MR 5L, 1 STEC
AR LUE R FRFE A TR LS A shiniE . [ B ] ARFZE 2R L 28F FE i R 1) STEC 43 51
W SE FEXF AT IR UEA T BT 1 08T o T . == i RNTdG S5 4 2 21240 STEC B Bk 11 Bk, 4-UK STEC
PR 1Rk, 9Bl KA M AL 2R DR AR 10 Bko [ 57k ] 38l 4N B e s 35 MORR SR 3E A sl N1
stx2 TR T2 B S 5 AL Vero AU BRI . 7 I3 P30 AN 2 ) R A Al 43 A STEC ﬁﬂkﬂ
PRAGEOTE J1 . [ 4558 ] s 200050 B0k 11 AR, 40 B 17.5% (11/63); 7 ESAS8I AR 4r B5kk 1 Bk,
B30.7% (1/134); 11 ARV B R 5 BRXT Vero AR AR EENE, 3 RATEIMIEME; 11 *ﬂ%ﬁl@/ﬁﬁ\
BRI 5 HRXT Vero ANLEAT 5 (YRR , 3 ARAT IR LTS PE o 11 AR FIR STEC 43 Bk eae JE LR N 63.6%
(7/11), T 11 AR5 STEC 53 Bk eae FERHEATRAUR 9.0% (1/11). [ 451t ] £ FRMAFE STEC WHkRY
o7 BB S TA IR, FrLL, BR4FSM, SFAEN STEC mWkkfs F W iz 158 2 A E .
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RIS IER STEC 2032 ) F AL

STEC fia £J12 , BUAE IR 5E R I 4 sh e
AE e STEC I F 05 ¥, FL T4miE,
TENIEH B MA N Z—, ARG R
IR0 NSRS 2o R A 1) I T e 4
15 Qe B YR OK T o STEC JER UL M A4 (1
2 5 PR L LA AR AR A SR R R (VN 100 A4
Jf1)! 7, 1982 4F, STEC O157:H7 i@ 9 i5 YLy 2F
WAEEE R, 50 4 BT, HHBHEE
2 [ 5 IR TG PR 96000 11 3200 4 B
HEN HJEAE H ARG #AT KA, 1996 4, #EH
A KB R 5 R AT STEC, My A$ £ ik
9000 A3 A, 9 ASET-UY. FRET 1999-2000 475
VLI R T AU 0157:H7 ILiER STEC K
e , R4S HUS s 195 ], HorpsET 177 4],
ML FA TR A A g A% 20326 AL 31
AW AR, X G R AR
XFRE, ARXS R, S IAE A A Yl o Sy
AR SR U S5 L AR T o T X B R T
F R X FEAEPTES |, 1987 4, Borezyk
SEE RIS STEC O157:H7 i figirg 311,
LR ET 2014 VLA FY5 455725 STEC W
Pk, 383 BALB/c /NRBERLIE 4= U5 STEC kAT
BB BEORTEDY, b E A SRR ARE K,
2016 4, FRTEREANZE P E 5.4%",
TS b2 FE RO R HE RS ER N STEC 1Y4%
WG AT TIRA A, R E X — 7 T A 5
REW A5 B IR [ R 4 2R Y STEC A4
15 DL B AR IR E I — 25 5T

STEC FZHURN FAEMEER . WiE . &
B3R S HA B AH DG - A P #5E 2% (Shiga toxin)
FEERFER 1 (S DHAEHEER 2 (Stx2), XF Vero
4 L FN Hela 20 AT — € PR, 2090 sl F six2
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Gt XA BE R L AR S STEC % K
B RREEA S IFH, AFR secl Fosix2
ORI RIEEE P NEil:hF AN

AWFFEXT 2018-2019 4F A [E 2 HURFE 197
A F AR, B R R ] sex] F sex2 oy
BIME STEC, ASLEE @ s 11 #k T8 STEC
Pk, 1 BRI STEC Rk, 10 BRoprsiEfii STEC
Rk, HXFBEIR STEC WPk TE0% T 114>
B, BAERI T R EEE /b X A= I E 5 STEC
DRRR A TEA T 0 e R RRAFAE , Stk — 2D X 1 b
Wi N EYe STEC MAT R KIS,

1 AR

1.1 KR

L1 RPRIE : 63 1 IR MEFE &R B TLIR,
134 34 PRFEMAFEFCRE T 2018-2019 FEVLI5 1
b, =, FEAORIEERRS IR 1.

1.1.2  FEAF]: Luria-Bertani (LB)E{IEE 725 ;
0157 WK 3R ILI B 7 B A Y B ARG IRA
Al 2RI B s AR YRR A IR AW 5l
Yy i U R AE YA R W6 G ddH,0 | 2xRapid
Taq Master Mix W B g Ui ERE A IR IR
Al 2GR W B BT AR YD RGR A BR A W 5 Vero
0 Ry A S0 B AR AT 48 LA BE SR AR B
TaKaRa 23 A) .

1.1.3  E#k: O157:H7 #rUER#& EDLI33 (ATCC
43895); O157:H7 trffE Rtk ATCC 43889; O157:H7
FRUERBR NCTC 12900, I Zr bk 8 3 2.
1.2 STEC Btk K& O157:HT 738

1.2.1 STEC W%5|¥3%; STEC Wtk & kS
RSN IR BUE R E R AR T IR
Frgegkh, 37 °CHEKEFR 12 h A4, 800 r/min
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® 1. HEmKRIRRE

Sample source form

Number of samples Number of isolated strains

Table 1.
Sample collection location Animal species
Jiangsu province Sheep
Hebei province Cow
Hebei province Cow

Inner Mongolia Autonomous Region Cow

Jiangsu province Cow
Guangdong province Cow
Hebei province Cow
Shanxi province Cow
Shandong province Cow
Beijing Cow
Guangdong province Cow
Yunnan province Cow

63 11
10
10
6
30
6

(e

10
10
10
32

S O O O OO O O o <o

T 2. STEC BEHIERIERE

Table 2.

STEC strains information in the experiment

Strain number ~ Animal species  Source Serotype Strain number  Animal species Source Serotype
EC276 Sheep Jiangsu O157:H7 EC635 Cow Xinjiang 088
EC278 Sheep Jiangsu O157:H7 EC626 Cow Xinjiang 0179:H8
EC275 Sheep Jiangsu — EC631 Cow Xinjiang —
EC277 Sheep Jiangsu — ECo612 Cow Beijing —
EC274 Sheep Jiangsu — EC632 Cow Xinjiang —
EC279 Sheep Jiangsu — EC636 Cow Xinjiang —
EC280 Sheep Jiangsu — EC149 Cow Xinjiang —
EC281 Sheep Jiangsu — EC150 Cow Xinjiang —
EC282 Sheep Jiangsu — EC622 Cow Xinjiang —
EC283 Sheep Jiangsu — EC625 Cow Xinjiang —
EC284 Sheep Jiangsu — EC623 Cow Xinjiang —

20 2 min KRR, B IR ABR I STEC
PSS PEIEA sex Fl sex2, XF sexl By sex2 FHPERY A
DRI, RILEER T 0157 A FRIL ik 37 °C
fEIRIG FRAA#E B G FE 18-24 he

1.2.2 PCR %5 ; #hHL 0157 B A F [R5
VR AN AR5 4S 5-10 T LB 1, 37 °C.
220 r/min JRPEIEFE 1824 h, K5E six] Fl sex2 H:
A &5 4 STEC, FR%EE O157:H7 Fisihd
SESER 73276 BEWE &5 O157:HT G .
PCR BHPERE G AE2E DU P 2E 74N . Mac Bifg Pl

AT, BT E N TR, B Alif
Wtk PCR =Wy SR M A MER A /T, 5190
R A A PR F A
1.3 ERFREFTWRINMT

A BE R BN (sex /s tx2) W B 43 B R FH PCR 43
RGN SN BN A LR 3. PRk
SYREARIEAT sexl/sex2 2K Y38 5%, 5 GenBank
B R el fstx2 P8 E4T BLAST HEXT,
K5 UF PCR 4372,
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3.
Table 3.

5145

Primer sequence

Identification primer

Primer sequence

Product size/bp Annealing temperature/°C References

stxl
stx2
z3276

Stx gene subtype
stxla

stxlc

stxld

stx2a

stx2b
stx2c

stx2d

stx2e
stx2f

stx2g

Virulence gene
eae

rfbE

efal

saa
tox B
ehxA
ast A
subA
katP

paa

GAGCGAAATAATTTATATGTG
TTGATGATGGCAATTCAGTAT
CCATGACAACGGACAGCAGTT
CCTGTCAACTGAGCACTTTGC
CGCGGATCCTTTAGTAAAAGTGTC
GGCAAGCTTAATCGTATTTCACGTT

CTCTTTCCAGGACAACAGCGGTT
GGAAACTCATCAGATGCCATTCTGG
CCTTTCCTGGTACAACTGCGGTT
CAAGTGTTGTACGAAATCCCCTCTGA
CAGTTAATGCGATTGCTAAGGAGTTTACC
CAGTTAATGCGATTGCTAAGGAGTTTACC
GCGATACTGRGBACTGTGGCC
CCGKCAACCTTCACTGTAAATGTG
GCCACCTTCACTGTGAATGTG
AAATATGAAGAAGATATTTGTAGCGGC
CAGCAAATCCTGAACCTGACG
GAAAGTCACAGTTTTTATATACAACGGGTA
CCGGCCACYTTTACTGTGAATGTA
AAARTCACAGTCTTTATATACAACGGGTG
TTYCCGGCCACTTTTACTGTG
GCCTGATGCACAGGTACTGGAC
CGGAGTATCGGGGAGAGGC
CTTCCTGACACCTTCACAGTAAAGGT
TGGGCGTCATTCACTGGTTG
TAATGGCCGCCCTGTCTCC
CACCGGGTAGTTATATTTCTGTGGATATC
GATGGCAATTCAGAATAACCGCT

TCAATGCAGTTCCGTTATCAGTT
GTAAAGTCCGTTACCCCAACCTG
AATTGAAGATTGCGCTGAAGCCTTTG
GAGTACATTGGCATCGTGTGGACAG
GAGACTGCCAGAGAAAG
GGTATTGTTGCATGTTCAG
CGTGATGAACAGGCTATTGC
ATGGACATGCCTGTGGCAAC
ATACCTACCTGCTCTGGATTGA
TTCTTACCTGATCTGATGCAGC
GGTGCAGCAGAAAAAGTTGTAG
TCTCGCCTGATAGTGTTTGGTA
CCATCAACACAGTATATCCGA
GGTCGCGAGTGACGGCTTTGT
TATGGCTTCCCTCATTGCC
TATAGCTGTTGCTTCTGACG
CTTCCTGTTCTGATTCTTCTGG
AACTTATTTCTCGCATCATCC
ATGAGGAAACATAATGGCAGG
TCTGGTCAGGTCGTCAATAC

504

627

1035

478

252

203

349

251

177

179

411

424

573

482

507

479

119

602

1551

111

556

2125

350

[18]

[18]

[18]

64 [19]
64 [19]
64 [19]
64 [19]
64 [19]
64 [19]
69 [19]
64 [19]
64 [19]
60 [19]
57 [20]
55 [20]
51 [20]
52 [20]
55 [20]
57 [20]
55 [20]
60 [20]
56 [20]
60 [20]
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1.4 FER KM SR E R

K FH PCR J5 6 BT 7 22 bk STEC T bk EA T 26
MAHCFE A iha efal saa paa eibG. T JJHIFHEH
astA subA katP toxB I MAHKRIERH ehxAd hly K
Mo 519 RN AR L 3 31,
1.5 ZHMESRIFNE M STEC BT

33X Veero 2 118 210 L 5 A 0 R I 955
PRI [ PEE STEC TRARAYEE ST R/, P i
B R KWAFF AR 7 A — Bl il Vero 4 & 2E
JRAS, XFhRERWHR A Vero 4UfiiEEZR, Vero 4
L 251 523 T K 5 STEC i B 2 2 LE Wi PR 3
550 S R R AT R AR R R T
P —Fh 4 bR 122 % Vero 48 i o 4 L 22 PEAG TN -
PR A T LB B3R 56, 55957 12 h, 12000 r/min
B0 8 min, B EIHWLL 0.22 pm JERR I UEBREA
JRARAF R TCIA 5 WCH T Vero 4H 23 PE DN E
Vero ARG FE T 10%362F L5 1Y 40 i 8 37 WK
DMEM H1, T 48 LA, JiUE 37 °C, 5%
CO, SR FA I 5 . FRAMIEE , ] PBS U 3
X, Fl DMEM Bi32 LA 1:4 W B BRAm Tl L3
W, mAdiffL, AriERE O157:H7EDL933 I
PEXTRE, DHS5a NIHPEXTER. 18, 36, 48 h FHIf#I%E:
ISR SR, JEALE ) A0 s 22 B ] 5
AR IR 4. 3. 2 1 4. AERREEM 3 K
I WIS PSS AR MR KN, K
MGG 30 2 F1 43 BERRTES 3 IRE A S0

2 ERFQM

2.1 HSPHHETEEESER
63 Uy FREMERESL /B E) 11 #REUR STEC B
FR, R 17.5%; Hd 2 ¥k 0157:H7 Mg Al

128 3 A-ZEERE M4 5] 1 ¥R STEC Htk.
0157 B EREFERAZE R ILE 1, 45 PCR %4k
LK 2 FIE 3,

B

E 1. H 0157 R&IEFESE STEC EHKE
Figure 1. The image of STEC strain isolated with

0157 chromogenic medium. A: suspected as O157: H7;
B: non-O157 STEC.

bp M 1 2 3

750
500 —

2. EOER six] BEREEER

Figure 2. Identification results of stx/ gene of some
strains. M: DNA standard DL2000 PLUS; cane 1:
EC276; cane 2: EC278; cane 3: control.

bp M 1 2 3 4 5

1000
750 —

B 3. 73276 EEEXTELHR

Figure 3. Z3276 gene identification results. M: DNA
standard DL2000; cane 1: ATCC 43895; cane 2: ATCC
43889; cane 3: EC276; cene 4: EC278; cane 5: control.

http://journals.im.ac.cn/actamicrocn
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22 SHEREETRLER

11 BRF-U8 STEC ZrBSfk . 11 ARARIEA socl JE
R, H stxla WA 1 BE, stxlc WA 2 £k, stxld
WA 2 #k, HACHAERI(ONT); 9 BRIEHT six2
FeA, Horp sox2a WA 1 EE, sox2b WA 1 KR, six2e
A 3k, HAR AN E B (ONT), 11 Bk 48 STEC
SESIR : 8 MRIEAT soxt BEIH, b sexla A 4 bR,
stxld PRS2 &k, HARRAHERI(ONT); 7 #k#t
i osec2 Fe[R, Hop sox2a WA 4 8%, HAWAHE
HI(ONT).
2.3 TSR R R AR S R A

11 BRI STEC 3Bk eae FERHET N
63.6% (7/11), T 11 #k4-5 STEC 43 ik eae FEH
A RAUN 9.0% (1/11)0 11 BRI STEC 73 Btk -

HABA BB FEH saa. paa. iha. efal 1 eibG 1
WA 0 (0/11), 9.0% (1/11), 45.5% (5/11).

36.4% (4/11)F1 0% (0/11), FESTAHRIEN asd .

subA .katP F toxB #5747 253 3120 9.0% (1/ 11).0 (0/
11). 45.5% (5/11)F1 27.3% (3/11). ¥ IMFLR ehxd
H1 hly HEAR R 05K 63.6% (7/11)F1 54.5% (6/11),
11 %45 STEC 43 B bk - ARG B HE ] saa \paa |
iha . efal F eibG 5475453512 0 (0/11). 0 (0/11)
45.5% (5/11). 0 (0/11)F1 0 (0/11). B SIFHICIERA
astA subA .katP Fl toxB #5717 %5351 9.0% (1/11)
18.2% (2/11), 0 (0/11)F1 0 (0/11), ¥ MLFEH ehxa
F hly #EHF 00500 81.8% (9/11)H1 45.5% (5/11).
2.4 STEC BE#K Vero 4 Mgt A M 5 1R 551 E

STEC ¥k Vero 20 iR PEAS I 25 5 DL I 4,

& 4. Vero AAIEFME IR IAE 36 h IFTE
Figure 4. The cytopathic effect of Vero cells after inoculating bacterial filtrate and normal cells. A: ATCC 43985;
B: EC282; C: EC283; D: EC276; E: DH5aq; F: control.

actamicro@im.ac.cn
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FHAEXF R (ATCC 43985)F() Vero 4 I 2578 & 4
45, ZJFBWAET, FIMEXT B (DHSw) Vero 4 iEE
BIEH . #5453 STEC 43 B0k H BUAS [A) A5 B 114 2% [
PARFFE TS, H BN E T i A AN A, e
A5 B IEA 455, WL 4, 2EU5 STEC A B kkh A

Vero i i 2P A EC276 .EC278 .EC281 EC282.
EC283, EC281. “J§ STEC 4rEkksFA Vero 4
M dEPEAE EC626. EC635, EC623. EC622,
EC636. ¥ MG ERINES R ILIE 5. 4558 n] 0, &
4y STEC WA RMA, HEMAKNA—,

& 4. STEC jBZILiEMEF vero AREZ(ERIES

Table 4. STEC hemolytic activity and vero cytotoxicity score

Original Hemolytic activity Cytotoxicity

number First repeat ~ Repeat two Repeat three 16 h 32h 48 h
ATCC 43895 4 4 4 0 0 0
EC276 0 0 0 2 2 3
EC278 1 1 1 3 3 4
EC275 1 1 1 0 0 0
EC277 0 0 0 0 0 0
EC274 0 0 0 0 0 0
EC279 0 0 0 0 0 0
EC280 0 0 0 0 0 0
EC281 2 2 2 1 1 1
EC282 0 0 0 4 4 4
EC283 0 0 0 3 3 3
EC284 0 0 0 0 0 0
ECo612 0 0 0 0 0 0
EC625 0 0 0 0 0 1
EC635 1 2 1 3 3 4
EC626 0 0 0 3 3 4
EC148 0 0 0 0 0 0
EC149 0 0 0 0 0 0
EC631 0 0 0 0 0 0
EC623 1 2 1 2 3 4
EC622 1 1 1 2 2 4
EC632 0 0 0 0 0 0
EC636 0 0 0 1 1 1
DH5a 0 0 0 0 0 0

5. MEXIZEFMMER 12 h ALE R
Figure 5. The hemolytic effect of blood plate after inoculating bacterial. A: EC281; B: EC278; C: EC275.

http://journals.im.ac.cn/actamicrocn
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SRR, ARG MATNHIT 3,2, 1H0
FITESY o VR STEC 4 B4k oA I LTS 1A
EC278. EC275. EC281; 4+l STEC ZrEjtkrhA
WIMTE YR EC623 ., EC622. EC635. L4 1F4)
4 53 LA F IR S BOm ) BRI TR AR , BT 8
SRR VEAT EC278 ., EC282., EC635.

3 it

AT 197 1325 SF2EMAE R 4 25 51 12 Bk
STEC Witk, 747 10 #RAFIEBiMok A B, I
AT Vero A AEEEMEILE | ¥ IS R0 e )
FHIRIN /M STEC 43 B AR BRI 1 K/

PV SR VLI 4 Hh X 4 37,43 5 STEC B #k
696 {2 EREN B E] 77 ¥k STEC, 43R A
11.1%"8),) ASZHTF 2018-2019 4EVL75 . Wb, =
MR 2R 134 (AR IRZSMERES, (s 1
Pk STEC Htk, 4B 0.7%. 47 W58 & ST 5 i
R4 STEC BRARIEA FAFFT , 550 134 228 (AR i
SYE5E) 109 Bk STEC Bitk, %R 19.8%",
AW FEAETT IR I FE R A 63 3 fH R4 2 28 (AR 5 2
BIE] 11 Bk STEC Wik, 73E%N 17.5%, LL X
SRR, TEVLIRMBIX, EUR STEC 4%
AR B . 2020 AT WF S HGE 7 BT R 5
T H R IR Y R STEC 43 B F ik #(9/21)
42.86%, SrEIREEP WG IR, A
NN STEC %95 F, Xt STEC WEkN /8 24
TR HIE AR T EI STEC K7 B4
B, R STEC Bffmerns 3, xFHm
WFFEI S T A

PEPEF | R AR L5 HUS 5 A
WA, UEH eae FER U HEAT 55 2 A S HUS %95
) STEC Witk RE Y], MM eae JLFFEF-UH STEC

actamicro@im.ac.cn

AR, HA 2 5% 24, 11 BRAETE STEC 4
B eae FEHEATHA 63.6% (7/11). 2019 4
Ferhat 55 (T SEAE , 7EBT /R SRR 363 45 -
FEA, eae FEHBYBHMER 18.9% ), Zaheri %5 ()1
FEHHRIE 72 A I REEREA T eae JE R EH
PN OB, e JXUAE i T S8 T g 5 X P
STEC Btk eae SEDHMFAMESR 4.7%7, 5k¥4F
I M IX 6 AR STEC RS eae FEDH 1 FH
Pt 0P, 51 B 5 A5 T 8 2K b X O
B R KR eae FEH B PHER 5.5%,
A SLEG R STEC 73 Bk H eae Bk DX Y BH M 313 155
TIPSR IE R > B A, W T LR R N Ak
FU& STEC Witk eae FEPIMIPAMER, $ERIX L
I8 STEC Hitk—HALRL N, AIRES ™ HAH
o N E ARG S Y FEERE A, R HRTY,
Lemp sk, AL RE RN

stxl+ste2 B[RRI ) B 22(81.8%), stxl .
stx2 FEFBLG 5 18.2% 0%, 5RBIGE XA B i
[XZF STEC WHARFHEL, soxl+stx2 FERIR HLGHE =
B T — A5 BT ) S S e R A X U
STEC stxl+stx2 SR LU 35.5%AA L , 54w
stel I ste2 B LR A AT 358 STEC 19 #E 157,
AR T AR IR STEC TEHREURIE 18K .

It socl/ soe2 FEP RS AORGI ,  HRAG I H
stxla., stxle. stxld. stx2a. stx2b. stx2c VA,
WFEHRAE , stx2a. stx2d F stx2c 25 stx2 WA FE
HAB S MY, 11 fkFEIE STEC 4y etk
stx2a WHY 18R, stx2e WAL 3 8k, 11 #6475 STEC
IYESARAR stx2a WY 4 Bk o RANA SR 5 A4 B Ak
HABKROBRIE ), HA PG w2
RUB L AAHAE o $7n IR TE R A Z0R T 1 AT
A PRTE R o
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ARH B ENM 11 BEEJR STEC Bikk, H
H 2 BRZ O157:H7 i etk 4 B 23276 KR
YE A O157:H7 LAY, O157:H7 MMiLif# STEC
TRk — B ARG 3 e ™ E, BRSO . X Vero
MM EEPELE B R, 1 BREIR A B bk R 5 Bk
(EC276. EC278, EC281. EC282. EC283). 4
Py Btk A 5 HR(EC626., EC635, EC623,
EC622. EC636)% Vero 4l — & M1k, fig
fifi Vero #MMUAE R4 4s, Z 5B Wistr:, HFRE
Al WML R E /R, 11 BRI STEC M
Bt 3 BR(EC275. EC278. EC281). 4-1§ STEC
SFE MR A 3 BR(EC623. EC622. EC635)4 1A
ME M. ZEXT Vero 4 A4 20 B 14 4G D R0 1f
T A TR, A VR A TR TR R 1 B0 T A
2, STEC Wk E N KW, FEAGIRAF55D)
Wk RA/NEAE BRI 0 &, (H/
BT IR BAR A S AT, fy T /N BU I8 Y R i
B % P PHPE R A 2, STEC I A REAE /N R
N R BT, SR STEC T SPF 20l #1i% 1
FoN AR NI, H BB rp e i [ A I 3, L
RZ W, 20T FC T 2220 /N B i R
Ui o 5 N0 iz 8 A AR 22 0K, Bt LA/
FRUABE AN BB VA S 0 6T A S I B I , RABsh )

i LTk, WAresaR . dEp | AT
XiF Veero 4H 0 F% 2 6 25 P A I R I 37 4 56 T 2
BRE, PR EERL 73251 STEC
PRIV TR o AR 2B X (g B 2l W 7 12 il 2
S, BRI L4 SEAE S i E7E STEC
WATH IR . HoA S A s anESE Y STEC
AT DI

Z % Mk
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Abstract: Shiga toxin-producing Escherichia coli (STEC) is an important food-borne pathogen, which often exists
in the intestines of ruminants, such as cow and sheep, as normal flora. [Objective] In this study, we isolated and
identified Shiga toxin-producing Escherichia coli isolates from cow and sheep feces samples, and analyzed their
pathogenic potentials Totally 11 Shiga toxin-producing Escherichia coli strains from sheeps and 1 isolate from
cattle were isolated from Jiangsu, Yunnan, and Hebei, and another 10 isolates of STEC from cattle were donated by
Tong Pan Group of Xinjiang Agricultural University. [Methods] We conducted the separation and identification
through bacterial selective culture and detection of specific genes stx/ and stx2. We analyzed the pathogenic
potential of the Shiga toxin-producing Escherichia coli isolates by Vero cytotoxicity test, hemolytic activity test,
and toxin factor detection. [Results] In this study, the separation and identification result revealed that 11 isolates of
sheep origin were isolated with an isolation rate of 17.5% (11/63); 1 isolate from cow origin was isolated with an
isolation rate of 0.7% (1/134). The pathogenic potential results showed that, among the 11 sheep-derived isolates, 5
of them had strong toxicity to Vero cells, and 3 had hemolytic activity. Among the 11 cow-derived isolates, 5 had
strong toxicity to Vero cells, and 3 had hemolytic activity. The eae gene carrying rate of the 11 sheep-derived Shiga
toxin-producing Escherichia coli isolates was 63.6% (7/11), while the eae gene carrying rate of the cow-derived 11
Shiga toxin-producing Escherichia coli isolates was only 9.0% (1/11). [Conclusion] The results indicated that the
isolation rate and pathogenic potential of the Shiga toxin-producing Escherichia coli strains derived from sheep
were higher than the strains of cow origin. Therefore, sheep, as the host of Shiga toxin-producing Escherichia coli

strains, should be paid higher attention than cow.
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