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ZEAFTE (Bacillus aryabhattai MG966493)!") £
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BEE W T m e e . R, e TR
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WA EEE, M T A AR S Je T T R
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e T R ALL ) 80.0%1, FutL, FAIK
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(pyrrolidine pathway); LA EL B K #h 2 Y (4spergillus
oryzae) X F 1y £ H I & 12 (demethylation
pathway); LA K UL - 3EFF R (Agrobacterium) . 15 [
WY oA B M Py Y
(Sphingomonas) KM VPP j&4%(variant of the
pyridine and pyrrolidine, i WE Fl AL % IR A iR 1%)
(Bl 2).

3.2

¥ (Ochrobactrum) .

Fz 1. ELFRENEEHTEER

Table 1. Nicotine degradation bacteria reported in recent years
Strains Initial nicotine/(g/L) t/h Degrading ratio/% 7/°C pH
Pseudomonas sp. JY-QF?] 5.0 24 100.0 37 6.5-7.0
P, putida JQ58153% 1.0 4 100.0 30 NM?
Pseudomonas sp. S-18° 0.8 12 93.9 30 7
P, fluorescens1206°¢ 1.0 24 97.1 30 7
Stenotrophomonas sp. ZUC-3P" 5.0 48 80.0 30 7

*NM: not mentioned.
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Progress in microbial degradation of refractory organics in
tobacco waste

Xiucheng Zheng, Zeyu Chen, Guoqing Chen, Jun Li, Weihong Zhong
College of Bioengineering, Zhejiang University of Technology, Hangzhou 310032, Zhejiang Province, China

Abstract: The resource utilization and harmless disposal of tobacco waste require efficient microbial degradation
of refractory substances such as lignin and nicotine. This paper reviews the progress in biodegradation of refractory
substances in tobacco waste. Up to now, an increasing number of strains capable of degrading lignin and nicotine
have been isolated, and there are many publications on the mechanism and application of lignin and nicotine
microbial degradation. However, there are few publications about their application in tobacco waste treatment.
Lignin and nicotine-degrading bacteria also exhibit potential for lignin abatement and nicotine removal of waste
tobacco leaves (tobacco stems). However, it is necessary to evaluate both the degradation ability and the
adaptability to the real environment. Strains capable of degrading both lignin and nicotine are preferable for
application, but few such strains have been isolated. The research of complex microflora based on complete
genome analysis and microbiome technology, is obligated and will promote the development and application of
microbial disposal technology for waste tobacco leaves containing lignin, nicotine and other refractory substances.
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