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B- A AT HH T BA )12 T B A ke g AR
7R R e ST A B

ERTARAS B- A4 WY i 322 DI
(1) MHEYH R (2) WUEYIRIR L . (HAR IR
TN B~ 250 0 T 1 0 3 B R U
AT PR 14 2 FE A B 5 T B AR,
B-HI A AT B EA T A e Ak . R, Tl B- 4
B BEAEAE MRS B 5 L [ PR S50 2 s, R
FITF = e®, Bros kB, HE A9 SH B-H%
B, 20 Hsieh®V1 Suzukil™®% 73 5 I\ 5 R
SEFHRIAALT B, T AR S
TAZE G YK Ao AR S N e B- A AT
K TS RN, KRR R 22%-29%, KUk
SO RER T, WESNEEE . AIREA
B, R T i v R R R L R R R
il B S T R T T, SRR
LB AR A RS R TR B T A A Ak o T T
7 BB B A o DRI AT N R B P 3
7 B-H AR T B ) o RS N AR
() Foe A 0 B TR O I IS B i 259, H AT IL &
TR [ FART I . ASIHARAS nH R IR b AR B
Pl = 22 DAAR A BT (R U AT, T AR B
LR N AR A BT U TR AR 2, R O AR AT
T CHA PSR , I B-H AT
Bl VL B AL TC B PR R R . TRATT A SR R
Py AR R I A S, R S K A AR A
WA, A5 30 m T R A BT s AR TR S
PR 2E AR U, WL AL AR A i SR U B
SIS PFIRRT . SRR | O R i S
11T FLAS PR AR A it BB ) A 6 4 4

M1 B-H A TR 2 A AR I B B v 1
BRSSO S, ARBIESE AR R E N
WE— Rl U (T LA C ML R IR A AL ER ) b1 7 & 4R 1 5%

Jei s U 1B BRATH A A A 8 T e v T O TRIRR
[l 5 SRk P, A Bk — R TEI% B-1
G BRI R NS L, A7 xE e R
A= - e W T X AN R 0 P AL O e AL
il DA T S S A itk — 28 e Al A 10 24
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L kR ok
1.1 #E

111 SERMe SRR SRR B SN R .
K. SEPH . M ARG RN, WS
AR . R SIWSE T B BT AR IR X AL T
TR . BRI, AR IEN),

112 &l 35-fHIKMAR(AR), LifEEZ;
KBTE, PRRARAEYRHCA R A HEF1T,
PO L g RAEVRHCARRA T A,
JEMH K. CMC-Na, ZZF=H. P71 . HESHE
RESRTF 4 A ik BR, W [ b i J5 A= M0 A R
ON ] BRSO S AR SN A A TR G
HoAt 2R 254 7 4 Hr i

1.1.3 BEFRE. (1) EERFEH(/L): A ITHEE
P 5.0, BLlREE 0.5, WL — &4 10.0, GilREk 2.0;
(2) FEESRIE(Q/L): AT IR 5.0, BEREE
0.5, WM — &4 10.0. JE+1F 0.1, AF2RHN 10.0.
flRER 2.0, TR 20.0; (3) WAAFhFREFEH(QIL):
Bilass 2.0, GRFREE 0.5, A ALHh 2.0, BRERSS 2.0,
WERR — 281 0.5, HRATIHRICY) 5.0; (4) A& B
e bk BOTH TS, WIAKEIMA 4 f5 IR
fift T 1%MEERA 1% AN LB KR
w, WIRIRW 18-24 h, WiT/K4)E 121 °C K
20 min; (5) LB #HAIEFRIE(g/L): BRAE M 10,
LRI 5. S 1k4h 10, Bk 20,
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1.1.4  {UE8 5848 UV2000 40 n] G460
i, e (R AR AR A R s SHHW2 F i 48
WK, 7R R A IR A A PR A
CX21SF1 HARE BrA- 9 W iskge , Bpke i =4
FR/NF]; S1000™ PCR %, f#[E Thermal Cycler
ONE] R URE DL, RSB ER)
1.2 7= p-HEERH B BRI I

59 SEkEEM, A 45 mL K& S £ 5
Fi%Edr, 30°C. 180 r/min k%537 24 h, B E3E
T 1 A= BEER 7K (0.85%) F F:, 43 11 B 107211071 107°
107°, 1077, 107° B AR PRI B 200 pl TR AT
kSR b, 430 T 28 °C FI 37 °C 4557 48 h
Ji Pk £ T R K EL 65 R 1 PRI U A T 4l Ak
i, ARG AR NP —WR S, Rt
FHCRTH I PR o Bk TR TR VE TR S R [R) HL
W 0 T B R A A TS 2 . AR IR P R A
B E 2-3 RN RE SR I, F 37 °C,
180 r/min f 44 T 535 18 h. B 32525 T 4 °C.
8000xg #§.» 10 min, RIFSAHEHK . HHE A2 A 2 mm
M TC FT LA E S IR 0L B35 4THL, RS
F1 2 4L, B 20 pb B0 5 G E A AR AL (2 fL
J—20FAT), BT 37 °CHEIREEFE 18 h, REFEsk
e D A AL € R B (mm) o
1.3 & p-HEENEE M BRI 2
131 HEHALE R E A R B B & S
PRE: . k. WA G, BRI LB okt T
e, SRIGUHERIFRE, 4 fERBURAW(E 1%
NaCl, 1%%#]%4H)H izl 18-24 h, WiKG, %
HEBRI 50 g Mo =M, & T M RZ87RKE
Bl HOK T 20 min 5, A TCIEERIE & W%
H, MR PkE 2-3 FRRMNATREFRIE b0 & 4
FRENRARFI TR R ILRG TR 18 h, SRIGHE A% 3R
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PR A S R BRI b, 37 °C T
Bi3e72h, F12h #R 1K, FREL10 g B IESER
N IR TF 40 mL TR A BEER K, 4 °C &1 T i
P& 24 h, J5 TR 2 12000xg 250> 10 min,
BRI S R LR, T T RS B-#i b
T 8 0 DU
1.3.2 B-HENET BEERE W E R 3,5- i
K1k 12:144 (3,5-dinitrosalicylic acid, DNS )il &
B9 25 W T BTG o B ) B0 E S FEMINE S
R, BB AR A #7741 pumol i J5pE
(A2 W) BTt Wl i o SR — A ) 57
14 BPF/KBESEETR AR TN ENK
%5E
141 WMESEE: 1420152 MK A 5
T 76 5% 2 A — AR T GUXINOL, ZEAE 1 -2 &
R e A FRIZR, 37 °C 1595 24 h, Mg
WKL, ML TR 2 R, WA
142 AEFAKRE.: Hafbir i) ks 4 E
3% S W55 0 (China Center for Type Culture
Collection, faifx CCTCC)HEATA: FA A E % 4E .
| | RIAERREL . KA BH R (B ) . R
ARE . HEERE . N-CBE-#ag e . 22200 28R
& ZRR R FE O
1.5 16S rDNA F5)%E

Vg 5 A 1) 90 7 AR R A Y A O A e P T
P GUXNOL 427 T A 715 32 Bk, 37 °C,
180 r/min MY 4MF FE55% 18 ho KEEE IR A T 2 mL
B0, 10000xg B0 10 min, WAEDTRE . B R
PLTEMA 300 pL ¥ A EF(H B 50 mg/mL), F 37 °C
KW 05 h, JEfi HIAHR BRI 20 DNA $2 U7 &
HEATHRE, 93 B 1 Wh 27F (AGAGTTTGATC
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CTGGTCAGAACGAACGCT), Fi#514k 1492R
(TACGGCTACCTTGTTACGACTTCACCCC). 25 ul
R VARRUTT . XEEK 5.5 ub; Go Taq
Green Master Mix(2x) 12.5 uL; 1492R 2.5 uL; 27F
2.5 pL; Ak DNA 2.0 plL.

JNE AR 2 94 °C T2 5 min, 94 °C 84k
1 min, B KM 65 °C = 55 °C, FAMEIRFE
ik 0.5 °C, BAWHEHN 3 s, 72 °C #EfH 1 min,
35 MIEFR 5 1H 1R S R #4794 °C 284 1 min,
55°C iRk 30s, 72 °C #Lff 1 min, ¥ 34/~ ¥i% I
WA TR, #8207 51328 NCBI i#:17
BLAST Hoxf, KM MEGAS5.0 #{FHH R% %
=R
1.6 RYIEFEES

a1 o N S N A N 7 & N I N

AT R AR — s . 222 . AEIR
T T I EERSEILAN A o B R RDRE T R
BN PRI - A W A0 SIS e
FH pH 4.8, 0.05 mol/L f1)fs R - iz a0 7 43 ) e
il 1% (WIV)HREE R F IR 45 (=3 JE 14 11 Fb
FESRW o A A SR A | AE - AE 11 Fh
FEaiA T 1.8 mL THIEXE T, HImA 0.2 mL
B, T 50 °C F /KM , BIA
3 mL DNS X5, #/Ki& 10 min, /‘%‘l]ié{ J&
JKZ 15 mL, 540 nm bW E W SGAE . it DNS 74
KA R A 25 T B A T T K Ak SIS Rk
AR A, ORISR - A B T X I A Y 12
Bk
1.7 BRI K K Vinax BT SE

Z: 16 Allison 25 (5 304 AR 3 i i 4 J52 97 40)
L A 1Y R SE S TE] AN [R] R B2 (0.2-1.2 mmol/L)
AR A B M IS, #E pH 7.0, 0.1 mol/L Y

;30 min Ji5

Tris-HCI ZEnp{K 2, 50 °C T Il s HEL i (4 356 42k
AR AT I R 5 o7, ) R B R LA 8
% Km& Vmaxo

1.8 P-HEEEEENIRY T — MR Ko
(docking)t*>®!

ARG B2 AAT T B~ A AR 1 B 41 R 4
B, F BLAST & )¥ f£ & A it 45 ) %o i )%
(brookhaven protein data bank, PDB)H38 2 [a] i &
1, FHIBRAC Jr 2 4 2 W) P8 fe =k 4% )7 -
%GBT A (PDB code 3zyz.pdb).

%M1 Binding site &R CASTp R 2K 43t
TWEPE A8 R/, R A Autodock4.0 B, #EEY)
A T LR 7~ 0 2 31 B- ] e T I ) T R PR o
Autodock JEMRPEBEEEE:, T RA% H HEETT
SRR ] USRI FRA RN T L KA
(IR T . AR AR 4 43[R0 AH B A 2007

2 HERFW

2.1 7% p-HIEBEE BRI PR N S

I AR SR AR A, PRk A e
B R X A R 0, B TR ) TR Vs R A T i — 2P AL RN 2
2 QYL AR RS, TERTS 175 bR
TAEY) . PRk 19 BRIE AN [R) HL W 60187 Bl R Al a2k 1 7
FYALIRTG, W0 (0 P B ) ELA T BRK i
GBI IRIAR . 19 PRI /K A HE 15 T8 LA €5 D el HE
AT = HIFERR > B8 GUXNOL, HP60, JP02, %
o i P8 T R 43 ) A 188.0£12.8 . 173.0+9.3 |
164.0£15.0 mm?,

22 77 p-RENEHE EHE 4R
VAR R R AR, WO E D PN AR Bn A
) WE e L bR o R 2, 2kl A T AR N
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y=0.4657x-0.038, tHXRE N R2=0.992, F5REK
B HEM R R I 1 A, DI TR
KRR, A5 B K A AR A U T T B 8 Y 2
AT TR 7 B- ) 4 W TS 0 0 0 - GUXINOL
4.022. HP60 3.332, GUHP86 2.881 U/g. ‘5 2.1
HATFLIR I 25 S HE 2 T A 22, (R 48
SYERREARLT XN, 3 AT fE 2 A B0 1R 2 i 3

45
&40
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.35
=
*g 3.0

225

g
=

1.5

—
(=

B-glucosidase enzy

Microbial strains

1. ERERKEIREEEN -AEEEEEN
Figure 1. Activity of beta-glucosidase producing
hydrolyzed ginkgo flavonoid glycosides by double
screening strain.

2.3 EEKBAREAEWETL - Ak
GUXNO1 fy %8

231 BELERE: Wk GUXNOL R4 F1F-1 &
PR 5 S8 €51 B 1 5P BTV T 2SR 2% PR (A BT
TEAIWE 2, H1E 2-A FTHL, FkE GUXNOL vk £
B4 -4 SR B e AR FIRRRE . .
FhIE/INETE B IRIE (i, SN,
B, MR, ANEH, HE 2-B AIAHL, LR
e kR EE, L RARE, IR,

232 APHAEREESE . NG T R GUXNOL i#
FrA: AR ARRRAE IR, 2500 1,

[ 2.

Bk GUXNOL BIE & 275 (A) R BER. 75 (B)
Figure 2. Colony morphology (A) and cell morphology
(B) of strain GUXNO1.

* 1. HEFk GUXNOL S IB4E b4
Table 1. Physiological and biochemical characteristics of strain GUXNO01

Biochemical assays Results Biochemical assays Results
Nitrate reduction to nitrite + Assimilated mannose +
Indol - Assimilation of mannitol +
Acidified glucose - Assimilation of N-acetyl-glucosamine +
Arginine di-aqueous enzyme - Assimilation of maltose +
Urease - Assimilated gluconate W
Hydrolyzed escin (B-glucosidase) + Assimilated tannic acid -
Hydrolyzed gelatin (protease) + Assimilation of adipic acid W
PNPG B-galactosidase - Assimilated malic acid +
Assimilation of glucose Assimilation of citric acid +
Assimilated arabinose Assimilation of phenylacetic acid W

+: ositive; - : egative; W: weak.
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H12¢ 1A%, Btk GUXNOL BE & e R
b HIEDHE . ERWE . BIRLOBE . HEERE, ARk
RN DR, B-PRLBE I . 2SR .
2.3.3 16S rDNA 3t KER RGE R F 1 :
PCR 7= 4" 3 1 Brak 1 A T3 PRI =] 0L fi)
J¥, B XL P 45 5 ik DNA man it 4 79k
Ji 78 GUXNOL [##k 16S rDNA 4K i 1461 bp.
BLAST 43 #r 45 5 /R 1% 5 DX [) Ay o0 2 76 4T B
(Bacillus subtilis)f¥) 16S rDNA % K AH ) ik 5]
100%. it MEGA 5.0 {5 Rl @ SR 4ok R0
AR R R AT R IR PR 2 B A R e R B
MK 3 i, REKEW T RRY, wtk
GUXNO1 554k B 25 761 #F I 14 bk (Bacillus subtilis
strain) (JN862636.1)J& T-[Fl— /M3, 454
B SEMARAEMEESER, RIFEE
GUXNO1 S F2Ef0AF 1 (Bacillus subtilis). 1%
PR O AR 2 v [ TR B SR M R Pty . DR
CCTCC M 2018763,
2.4 JRYNEFEES

& 4 T, FbE GUXNOL 771y B- 25 1
Bt 11 FlRYIA AR IREE S, STEFYER | i
B LA KA 28 = WK A B 7 ARG T AR A 2R

7

e}

—>__

VEFH PR RE 114855 . BARTARRFT =10 B 45
R 0 X LA 4 T 8 A 1 A IR T XK A 1
HEARTE 7, 3 S HE LG AR A 8 I ) s e Ak
W77, B R R A B T 1 2 (A1 45 4 L K A 1 A 2%
1322, 50 T 57 o R 2 ik 114 2 [ e At R A
Z, TEXFIHO T ARRERIH SIS S, B
M TRt Xof 8 A A 11 e 2 L 0 B R AT T AR
A5 B U AR Ry A0 8 AR B 4 15 5 A AR 4
B, XA 0 2 X R 75 4 A S
T BRI T R DA . A I DA R B I )
Fr e PERW, Bibk GUXNOL FTy™ i -7 2 W11 i
A K S M RN 22 25 =, ISR T Ae i
T KRS A IR L R A AR 2
FLFFE GUXNOL JIT 7™ 1) B~ 4 W Tl /K A 1
T DA B A S A R B AR = R T, 6
HAMRKA R, DIFEF3F, = T HUEAR 4y
YRS YE S 9k 2.364 . 2.613. 3.543 Ulg. LA
R FE GUXNOL FIF = Y -1 40 W1 B EL AT
I RRYIRE R, RIKEE B R BIRRETTEL
Fe A2, SR K BB P WX o B R B D-
AL A 2R B (CMC-Na) A 58 i K it
M, X EEREH T RRNAE, B-HiEE

KU512901.1 Bacillus siamensis strain
KU512904.1 Bacillus siamensis strain
KU512900.1 Bacillus siamensis strain

f

EF420247.1 Bacillus subtilis strain
63 KU512897.1 Bacillus siamensis strain

KX905297.1 Bacillus subtilis strain
69'KF475858.1 Bacillus amyloliquefaciens strain

KF¥F831377.1 Bacillus subtilis strain
IN999860.1 Bacillus amyloliquefaciens strain

IN862636.1 Bacillus subtilis strain

100'GUXNoO1

_

0.0005

47,KC255377.1 Bacillus amyloliquefaciens strain
JF460738.1 Bacillus amyloliquefaciens subsp. plantarum strain
50

3. HE¥ GUXNOL RS LB

Figure 3.

Phylogenetic tree of strain GUXNO1.
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Enzyme activity/(U/g)
=,

B4 p-H2EREEHEMNAEREYBIERRE
Figure 4. The ability of p-glucosidase to act on
different substrates.

TN 2R AL B-TOBE T, FUE R BB R
) D-HIAMEALBL RN s . B O AR
MIRESRH K iR AR &, SR BRI EEAN ]
T TR GUXNOL JIr ™= i) -4 4 W 11 i 14 IS 47 vl
DU B OE B 2 0 S A oK AL B9
Kl 4 3R] -G W H I EA — & IRk
Febk, WOKAE B RIRUEE B ORI, T A 4
R F I R GUXNOL FIrj= iy -1 0 Wi i LA
2 K A 15 PR FAR S & — B R R S 1k
2.5 BRI PIEEH K 22 Vinax T E
| 11
K QO FEHE Vsz AV xﬁ+v

max

. 1%

Lineweaver-Burk SUSIECEAER . Lotk mlIH 515 2]
J7FE: y=0.0013x+0.1282(R?=0.992, x M JEMuk &
[SIFEIEL, y ol oy R I8 . R TER A I
AR -1/, NG ERREE R 1V LA 24%
RS BT, AT AR EDK RH R Kn R
0.010 mmol/L, Vi A 7.812 mmol/(L-min), #)hEF
B PR 55 T mg 44 T M G S 7 Thermotoga
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maritima MSB8 It ;= i9 B-# 4 B 1 il (Tm-BglA),
W A B Tm-BglA 52750 G224T Xtz
R -4-O-FEHETT Y K {H 43971247 0.0656 mmol/L Al
0.0498 mmol/L . i & F 1/Ky, I L1 7R BN A7)
SRFITIRAN, UK, TR, FOREEXHZIE) 155
AR, WAL RN 5 THETT . M T R A
P B FE I Z—, DB Rk GUXNOL Jr ™ i
it %ot FC A AR 1A 4 T AT AR R 1) S R
2.6 B-AEHETTEEAAERMERERERDO4R
PN )

ffif] Binding site I CASTp #7174
K, R HRE A AR & S 0480 K
RTINS R 2518 T 3 2 .

W 2 WA, HinEAREE4EH 2%
B R /MR 2, T4 /N, TR &—
P AR5 P2 B A AT — 5 A IS ) ik
BeME, BEKAR B-HETTEEA R Z R LY, X
AIRERE H bR A A AL B AT A R 2 —

WEMRINN, BT B TEPEA S TSP
A%, R I AT A3 a5 DA 3 2 5 0,
A B S TR 5% B R ) 1) S R R T L
(1, K5 WoR B-HAHE T SR A ST,
MEHRFE H, Arge7 4bF A DRYIRHES, 5482
Fo, RS RBRAE R — Rtk 2 kR, HARBURXT
ANED S R TR T R AR R
FIRPIEA . 74 Glu Z—FPitE = LR, 7l RE
SN IR W 25 7 — i R B4

*2. p-EEREEHERERMERERFEEOZEX/)
Table 2. pB-Glucosidase target protein and template
protein activity pocket size

Enzyme active pocket Binding site module CASTp
Template protein 917A® 1064 A®
Target protein 94 A3 179.2 A3
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Glul70

E5 p-AEEEBSKRUESHIAD
Figure 5. Entrance of B-glucosidase in combination
with substrate.

2.7 B-HEEMEF AR B AR FHRE R AT
4y B %X (Kcal/mol)

INFTFEAEY RSP sk ER T #
YERT . A AEE R E IS S, BT E
FUREEME A, X T — DB AR, NrrFEik
FIEE B (B AEAE R AF A JLRMERT . 55 B-#
P HE AR EAE R, SR H N IE(E, Eae N
TAE D] K VE TR AR AE ,  [R]B E AF AE
HIAER

MK 3 FTLUE M, B-AA A A K 1T A
A AR FH M —10.46 Kcal/mol , J& 455 it I Fa A
HAEF, M % -3-0-B-D-i ARz . T
Hi B-1,3. B-1,4 MR E &Y, EMHEAE
FHRE L2 2F =00 AK, X Ui B T i # A e vk
BiH B-HIATVE LTI S 2 2 R . T4 R B[]
PR T HE 17 R Bz 25 -3-O-B-D- 1 A B 112 B-

AT SRR, 2 AR, sy
Bt B-HI AT A A IS A TR, R
B B AR G AR A R, XA BTk
e, HETF IR e S A, R F]
TG 2E =R o MR AR PR A P
2.8 B-HEEETEE S A FIRYM 2 F I HPR

3 X H R — Bl TR A i AR B
], TR ENLE Y ik . X AR A
Oy TR IR B BT B A I M e
6 S B AT -5 AN RIS 1 20 F R 5T
ZEAL

FIVE 27K i —FF B0 2 W 7 A IS 4 A
BN FRATE LS, BATIACH B A
AL U S A R R Ser 1 Glu, [
6-A. &l 6-B Jhy B~ 4 W 1 i 5 HE T x4 19—~
THOL, TR S IE I F 32 R 53 F 38 P 7 2 o
B WSRO B-H %R R i fik Ak
=14 (Ser384-Glud41-Arg169), A 6-B fiin.
BEPAIAT B-H A T Y 35 45— Rk
(14 loop Z5H4, 1 K 2 FAt /K A 2K 14 55 7 2544y
o JRHELEFYE, X RTREL I B AT X HE T
A mk g R 22—,

TR - A T IR R K
IO P HE - AR A o B 1) 2 A 2 —
— T, S BRI AL A8 R s AL -
BT B O AR TR IR Z5 A FORE 71 R i B

% 3. P-EEEEEA AR A E/EA fE(Kcal/mol) R FT 4>
Table 3. Interaction energy of B-glucosidase and different ligands (Kcal/mol) and scoring
Ligand Total interaction energy Number of hydrogen bonds Evaw Eele Score
Salicin -10.46 6 -51.00 -0.37 7.73
Geniposide -8.91 11 -10.77 -1.42 10.12
Rutin -5.41 5 -10.52 -0.26 10.04
Maltotriose -4.83 2 -8.18 -1.17 6.64
Quercetin-3-0O-B-D-glucoside -8.61 4 -10.81 -0.35 10.38
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6. P-AEEEHESARRYMS TIERR

Figure 6.

Molecular docking of PB-glucosidase with different substrates. A and B represent the 2D/3D

conformation of B-glucosidase and geniposide, respectively; C and D represent B-glucosidase and rutin,
respectively docked 2D/3D conformation; E and F represent the 2D/3D conformation of B-glucosidase and

quercetin-3-O-B-D-glucoside docking, respectively.
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Screening of ginkgo-flavonoids-hydrolyzing microbial
B-glucosidase from traditional fermented soybean in Guizhou
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Abstract: [Objective] Hydrolysis of ginkgo flavonoid glycosides by microbial B-glucosidase is less known.
Therefore, we screened a microbial B-glucosidase with high enzymatic activity to hydrolyze ginkgo flavonoids and
analyze its substrate-specificity. [Methods] B-Glucosidases with high enzymatic activity for the hydrolysis of
ginkgo flavone glycoside were screened from traditional fermented soybean meal in Guizhou using Ginkgo biloba
extract as the sole carbon source. The strain producing glucosidase was then identified, and the selectivity of the
enzyme to different substrates was compared. The Michaelis constant K, and maximum velocity Vma Of the
enzymatic reaction to hydrolyze ginkgo flavonoids were determined. Finally, the substrate-specific mechanism of
the enzyme was analyzed via molecular docking studies. [Results] Among the strains observed, strain GUXNO1
showed the highest B-glucosidase activity and was subsequently identified as Bacillus subtilis. B-glucosidase
produced by GUXNO1 had broad substrate specificity to sugars and glycosides with the B configuration. The
glucosidase showed especially good affinity to ginkgo flavonoid glycosides. Molecular docking studies indicated
that B. subtilis B-glucosidase had different affinities and selectivities toward ginkgo flavonoid glycosides and other
glycosides due to differences in the interactions between the enzyme and substrate structures. [Conclusion] These
findings may serve as a good foundation for the production of the corresponding aglycones via the hydrolysis of
ginkgo flavonoid glycosides through the B-glucosidase produced by GUXNO1.

Keywords: Guizhou traditional fermented soy products, Bacillus subtilis, B-glucosidase, hydrolysis transformation,
ginkgo flavonoids, substrate selectivity
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