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Figurel. Trehalose metabolic pathway in yeast cells (TPP/TPS pathway).
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Advances in regulation of endogenous trehalose metabolism in
yeast
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Key Laboratory of Fermentation Engineering (Ministry of Education), Hubei Collaborative Innovation Center for Industrial
Fermentation, School of Food and Biological Engineering, Hubei University of Technology, Wuhan 430068, Hubei Province,
China

Abstract: As anaturally stable disaccharide, the protective function of trehalose on the activity of organisms under
adverse conditions has attracted a wide range of research interests, and also has good application value and
potential. This paper focuses on the important model microorganisms and industrial applied yeast, combined with
the latest progress in the research of omics, and summarizes the new progress in the research of endogenous
trehalose from the aspects of trehalose metabolic pathway, trehalose metabolism and transcription characteristics
under stress conditions, and the strategy of improving intracellular trehal ose.
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