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Figure 1. Effects of artificial diets and tea leaves on

the survival proportions of E. obliqua larvae. Tea: the
larvae reared with tea plant [Camellia sinensis (L.) O.
Kuntze] leaves; Artificial: the larvae reared with
normal artificial diets. Values are based on unpaired T
test of two groups larvae on survival proportions; An
unpaired two-tailed #-test was performed to assess the
significance of differences between groups unless
otherwise stated. *, P<0.05; **, P<0.001; ***, P<0.0001.
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Figure 2.
larvae gut. A: phylum level; B: genus level.
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Figure 3. Venn analysis of OTUs of the gut bacterial
of E. obliqua larval fed on artificial diets and tea leaves.
Artificial: larvae feed on artificial diets; Tea: larvae

feed on tea leaves.
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F1. HZREMEMER Alpha Z 4L

Table 1. Alpha indices of the bacteria in the gut of larval Ectropis obliqua
Index Tea Artificial P value®
Observed species 664.33+115.28 1113.33£162.60 0.1830
ACE diversity 794.89+276.69 2279.314+459.85 0.0174*
Chao 1 diversity 756.09+£125.37 2223.76+462.05 0.0201*
Shannon diversity 1.15+0.59 2.91+£0.91 0.0748
Simpson’s diversity 0.60+0.02 0.17+0.08 0.0464*

Artificial: larvae feed on artificial diets; Tea: larvae feed on tea leaves,

*An unpaired two-tailed t-test was performed to assess the

significance of differences between groups unless otherwise stated. *, P<0.05.

NMDS plot
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A Artificial
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)

o 0 i 2
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B 4. NMDS 7> #7570 A LA FnEft it g % Rig
YHEFERESHRES

Figure 4. scaling
(NMDS) analysis of the gut bacterial structure of E.
obliqua larval fed on artificial diets and tea leaves.
(NMDS)
diagrams of 6 samples, based on a Bray-Curtis distance

Nonmetric multidimensional

Nonmetric ~ multidimensional  scaling

matrix for bacterial communities that consisted of
OTUs (97% similarity level). Bacterial communities of
the two groups were significantly separated from each
other (ANOSIM, P=0.001). Artificial: larvae feed on
artificial diets; Tea: larvae feed on tea leaves.
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Effect of feed on gut bacterial diversity and larval survival of
Ectropis obliqua (Lepidoptera: Geometridae)

Yong Zhang', Tianyu Zhao', Jundan Deng’, Zhenzhen Wu’®, Yungiu Yang'', Yanhua Long”"

"State Key Laboratory of Tea Plant Biology and Utilization, Anhui Agricultural University, Hefei 230036, Anhui Province,
China

% School of Forestry and Landscape Architecture, Anhui Agricultural University, Hefei 230036, Anhui Province, China

3 School of Life Sciences, Anhui Agricultural University, Hefei 230036, Anhui Province, China

Abstract: [Objective] Ectropis obliqua Prout (Lepidoptera: Geometridae) is the most devastating insect pest of tea
plants in China. Studying on the relationship among feed, gut microbial flora and fitness of Ectropis obliqua is of
relatively high theoretical value for the management of E. obliqua. [Methods] We analyzed the effect of artificial
diet (without tea ingredients) and tea leaves on survival of Ectropis obliqua larvae. We also analyzed the
similarities and differences of gut microbial flora in Ectropis obliqua larvae fed with different feeds based on
high-throughput sequencing technology. [Results] The mortality of larvae were significantly different. Larvae fed
with artificial diet had high mortality. Larvae fed with artificial diet had higher bacterial diversity and evenness than
larvae fed with tea leaves. Many bacteria were found in the gut of Ectropis obliqua larvae. [Conclusion] Feed

affects the survival and the gut microbial flora of Ectropis obliqua larvae.

Keywords: gut flora, Ectropis obliqua larvae, richness, difference
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