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21 . F A MRS-Ca (De Man, Rogosa, Sharpe-Ca)ffi i 575 5L, 45Gar4e R | AR E/HE ) I E TS
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CA (crude ash)Fil EE (ether extract) % i 73 il i & 415 T 10.44%., 5.26%7F1 123.53% (P<0.05), [ #5it ] A&
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Bk 7T 2% fige e Pl e et B S AR L, L RE AR DR
B AV R S HERCTS B Al

] 24 TR AR R P ) TR 38 2 28 9 5 1
—JE R P AT AE R S R LA B AR
ORI 22 FLAY ORI R B e e e el A
BOREP o A R AL IR A BRGS0 L 425
BAROME . BiIERE . E R ORI A Rt
AN TRY BRI AR 490 T R B A A (] ) 8 S P 15 A I
Yo BERER S IR AR O e R B s A2 R, BEAT
B R e FE B B AL ORI 1, B HEE SR
(6, [R) At ™ A XU o A A ADREE 1 A
AL A AR A 1 e R TS D
I, WEZERE SRR, T s A R
[ WIS A2 3] T 52 AR A P Al B 12 56
T o AR LT A U ARV Y 20 R £ KA
FFA ST 2k 3 7 ik 5 WA 5 8 I 25150 8 [l
5 T 1 0 7L TR BT I i R OE L — 38 UL
BRI THE SR & i, I Hoal DU R ARDRHR
JEHT; T A O Ik SRS R B, FLRR A
LT A 2R W52 5 TN N 215 HAth PR T A TR 2L A Lk
IR R, PRYEVEURAT YRS AR

PRI B X 7 B0 g M i I 9 % A2 5 TR R
AIFFE D, T ah R AR A BAR . A
6 B AE PEARSS S B0 07 1%, O e HAT B 7
2 2K A PR S R TS B 2 AT I L R
FIFLIRIA , A5 KA g b, BEdGE A
M= WA | PERELT AE SR AR . A A R A
Koo 48w R i R A, O e P Al A 4 ke
TR ) 2] 7 R DB P A B A R B BEROR SCFr

L AR

11 EFRIR
AR FLIRR B 0 B T EM R

VB TR ) A 00 RHE 5 B o 2 T R W R A R T
O157:H7 Il B At 3 b gh B A= B AR5 e
1.2 REEmERHER

IR 56 B (NDF 53.02% . ADF 37.16%)H H
BEVE A B B A BR A, s —
WKW AT Gif 4% T OBE 5 £k B2 (NDF 35.78% . ADF
11.48%) . 24, B A T,
1.3 HEgR¥E
131 LB BIEBEFREGEFRFATE): EK
10g. MERREEY) 59, # L84 109, ZERK 1L,
1.32 PDA WikEiFREE(BEFRBERET): %
W LS B R 2R 3(02-023, BT, JbED).
1.3.3 MRS BAREFREGEFRILKRE): FRE
10.0g, #E Mk 10.0 g, FEEEE 5.0 g, #iZjHE 20.0 g,
i 80 1.0 g, BEERE 4 209, LM 5.049,
PR — 4% 209, BilREE 029, FiliR%d 0.059,
ZEIRK 1L,
1.3.4 MRS Ca®EFE(HEERILKRE): £ MRS
PREEFEIE P 20%¢) R IRES
1.35 SR -NIRO B (k4 % K 0
B): WS A 259, BifREE 1259, F4EREK
10.0 g, WIRET 1 g (UK A, 358 20.0 g,
ZRIBK 1L,
1.3.6 ZEBEIE(Azure-B)¥EFHE (FEEA R E R
B): 7E K5 1Y PDA B33 A 0.01 g/L Fpl
KT Azure-B ¥ -
13.7 HHERBF-BEEFRIE i B0 E R
A 1%FR H L 4F4E K 41 (CMC).
1.38 AREM&EHERE: wREIINESR
BRI 0. 1% A T 2 .

LI P [ 55 5 R VR A 5 3 5 L 1) A
FImA 1.5%WBRE; Ki R AR KR A 121 °C
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K 30 min,
14 FLEREN . FFFFFE . BEEFE AT
141 BEBFREBRHIE): THE KR FEEFE
i 5 g, BB 45 mL TG B AR FER K RN B B K
) =, 160 r/min, 30 °C #&¥% 30 min, #
B 10min, FERBD R R
1.4.2 P)FE. Al G B A PR KO TR R TR A T A
JERRE, B3 MA@ IR T 3 Ak s
I, 37°C 537 24-48 h J5 Pk BUE S AN R H A 7K ik
P ) PALTRT VR, FEARLL A SERIRG IR0 L alifb iR R
WL —30 b, BERER A Pk o Mg I
AR FEE R A6, FIE, RmeiEt
M, NBEW, F, AR, hRRBIE, )
GRS, B HGR)MIRET I Al ) 1) & 7
)BT HRIE
1.4.3 T BAH A K ARAR A RO L 4980 L B
AR A SR RS2, 37 °C. 160 r/min fH
PR IR (BRALRR B IR 4. #R 8 s 3%, ThR)E 3R
% (12 h).
1.4.4 FHESRAH A  KAh I LA 4%0Y Hb B4R
F P gk R A, 37 °C. 160 r/min fH % K B 5
24 h J5 10000 r/min &5.0> 15 min J5 B EIEH
1.45 B Wi Jexd i i ok A A i O 1 2T
2 RN 5T 3% 0 2 v ) DRI R O 1R 7 T R S
T T 5 2 Y 10 2 AT BRI R A 4 R ROK 5T R
s BERRRHN G AP e RIS FLIR AT RS
PEA TR BE 1 I E
15 EEHE

W A7) 07 45 B 4 DR 43 1) FH 28 2 28 R S 38 ™
it 357 77 L A RV, B 100 pb A BE 47 4k K W
ST AR 1 AR A fFL(6 mm) , 7E 4 °C 7 H 8 h
J& T 37 °C RBGHRE TR 36 h ULETFic s it (o el
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A TC B RN
1.6 LFAERMEHERNE

RIS E I A 2 2 2 e 34 By vk
T P T 248 22 7™ g% 55 SR A R AR
1.6.1 RPELFLEREEHE J1(CMCase activities,
CMCA)MMZE : B 3 R4 437 A 450 pl 1%
CMC (pH 5.5), 7E 50 °C /KiBH T 2 min J5 i
A 100 pL AMHEFR AL PR IR 30 min, 35 S B
A 1 mL DNS#3#: 5 min J5AHEER., HBK
FEECH 200 pL JLA 96 FLEGFRAR . R AR
JE ODsao fH, A4 45 WA 1 i 2 0321 4t 22 il
W7 LAZEE KIS 30 min (KGR 1 S v HR2H
MFIHZE,
1.6.2 UEHREETE J1(FPase activities, FPA)RIII &€ :
B 3 3R 4 2 A 50 mg(1 cmx6 cm) B4t 4% .
1 mL pH 55 AT IR-FT R BN G P W, 1E

415 60 min, FEHIA 2 mL DNS 5] i 5min,
Xof BRZH 508 S e 68,777 [R] CMCA g 1 I E o
1.7 ARFBEREEEHEHIE

i FH A J53 2R il ™ g 15 S B i B ML B . it
S AL (MnP) T 14 1S T (L ac) 1 M 1l e 2%
Holt 25U 53k, KRR &K it S ALY (LiP) & PR
W5 22 85 = WO ik
1.8 HTETE MR E

FRPLAR 2 0 5 7L BT 0 B P T e R X
(DI KRR LR B R FEFN T 5 mL MRS
WA SR b, 37 °C#E KGR 26 h, MIZE ODggo
(OD){H J5 ¥4 % 10000 r/min &5.0> 10 min, B
W E pH EIFT 4 °C & A, BUCHT 96
LA B, AL 190 pL HLEER AT 10 pL
Kip¥sa IRE O157:H7 Bk /2 ith 2% B 46 122 K
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(10" CFU/mL). 7£ 37 °C & FE &R 48 h )5
TEEPRCT U E L ODeoo(OD)fE . FE1FLIRIE K
BE AT 3FLPATEEES, &5 R

M1 2 (%)=100%-100%(0D,/OD,) A=t (1)
19 FPEREFRAIWE

TE MRS WK S F5 3 th R 4% 7L IR T Fh -5
W, 37°CHig% 12h )5, B 4 h e AR [R] B iE A e
W pH S ODegoo, 2 il A [R) R AE 49y 2t Xof o R BV
pH HAEfk R
110 PEFPRISE

ZEAUAT I . LR B A DNA (0 H2 HUf P 40 o i
IR 41 BUR ) 4(D3350-01, Omega, JM); EEEE
it FH 1 35 PR 4 $ G 7] 45 (D3370-01, Omega,
JTH), DAREIGERRASE 4] DNA SRR, 4T
JHl 16S rDNA 5% F27/R1492, HE ] 18S
rDNA il 514 NSUNS8 §34 H: DNA F B, ¥
PCR 71k V4 & R 19 A TR A IR TR )
MY, WA NCBI BLAST 782k 40 T 5 XeHi f> &%
RAEA TR HE X, 1 5 PRAR ST
111 FFoRgS AR AR B

W O 8 DR AE 10 ZE AT T . B TR AN LR TR TR
W IR 1.4.3 il 2 Fh - i 07 s Ak 2 A0)R SRR
BURA (UBCELA) , dsSE S0 o LA 6 2 R
N FERL, TR 5%EKEZ . 0.3%ZIHHl 0.85%
AR R . I R 4% G TR, X
UG TR ARG TR0, o R B ST 7E 1)
BHREFER IR G5, WK T EE 40%, %€
AR, FARAESRE 1 kg, B 3ANEL,
T 30 °C fHRSEFRM T LR, KEFIRE, B
48 N AE 1 R A s TRV () pH e FLIRR 2 it
T & IR e 2 R T, IBOREIN 2 ARl BHE 37 L4
IS AR T2 R B 7 dJ5 (19 EM TR R AT i)

T PRV TEA T ] FH T A 5T o

112 FFBEZREER G BT

1121 JREERE: NEAFE, SBR . FUHEE Jr
A B 8 TRV R I R R TR A o

1.12.2 EFRYREENME I 4 g KEEREHEEFE
JIA 40 mL 258 /K48 40 min J5 A pH B2 11
W5 pH {E 5 BUR T T b S A 5 IR L g 7
EAM (lactic acid, LA) S &M, KEESE SR
fh T 65 °C HtTE H 5 My i 40 B, 48 & H .
T-H 5 (dry matter, DM )7 it fift FH e S7 7K 4300 7 A
W oK A JE T A AR B R M Yk R 4F 4 (acid
detergent fiber, ADF) il H ¥ %k % £F 4k (neutral
detergent fiber, NDF) i F 4= H 3l £F 4 i) 22 {X
(A2000i, ANKOM, FEENME, HikSH AR
B 45 ; B K 43 (crude ash, CA)#% 8 GB /T 6438-2007
%€ ; #%E  (crude protein, CP)## it GB/T 6432-94
W 5E 5 HLAE Wi (ether extract, EE)#% f8 GB/T
14772-2008 € .

1.12.3 #HEEFEZE B.(aflatoxin By, AFB)WIE :
i FH i & 7 F By WK g% (ELISA) iU R &
(Beacon, SEENKIIN, J5iiZ M7 Ul AL
113 FdEGHabr

s 4 Excel W15 40P S SPSS 20.0 i 114k
PR TR 7 ) 22508 (one-way ANOVA), £ 5 Lt
BORA Duncan's i, SR FIE R fERE" R
N, LA“P<0.05" 22 Sl 25 1k HI A ot o
Graphpad Prism 6 #F 47 B 2 1221

2 SRR

21 YRR BRI
ARG 22k W MU GRS B 32 MR, Hh
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YR | RFRRMEMTE 22 bk . BEIBERET 4 1k
BEMLFLERTA 6 PRo X e £F 4k 3 R T K i e 15 97
B& F A € Rl i BE DL 2F AT BT A R i — 2P
ik, AR . R R KRR ) 00 TR AR 7 £ 4
F-MIRZL(E 1-A)ROR B EE (B 1-B) 33 2k bl
T2 RG] e i R, W4 B R SRR an e 1
No HIFE 1 AJAL, Bk L6, L9, MUL, MU9,
P1, P5. P7. P10, P11 il P14 75 £F 4 & -Wi R 41
B3k By me A xR, RAIX 10 BRET Y
ARG YRR ; WPk L6, L9, MUL, MU3,
MU6, MU7, P1, P2, P5 Fll P10 754 ik 15 3%
R RE S AT SR, RBX 10 BRI E

Discoloration
circles

B
MU4
®

® MU6

®

AT 258 86
22 WHRMOFEESR

Xof A IR Ot P R AR A T 5, R DU AR
F3H AN 16S rRNA FIEL [ 18S rDNA JL [ 741 {5
ST NCBI ¥4 b 4T BLAST AHBIPE XS, B
A 7 505 B 1 BRI TR 8 AR AL 34
97%-100%. Z%EFRH] 13 MREFMIFTH . 4 bRBERE
WAAIZLRR IS 6 bk, 45H W%k 2,
2.3 [T Y R S HAT TR R TR B T A 7 2

AN TR IR 260 FF DR R Bk D 194 28 24 2 s 1
SELRANE 2 s, ZEAFE P11 CMCA RS
P 35 5 T T Ak (P<0.05) ; FPA S P 5 ik

1. B EMRTEFUER-RIRL(A)FERELIE(B)IE 7 & LR HERA R
Figurel. Transparent circleson the cellulose-Congo red (A) and Azure-B (B) medium of some strains cultured.

x 1 EREAUEZ-RIRILMRZIEEFE LR EER

Table 1. Decolorization of different strains on cellulose-Congo red and Azure-B medium
Number C_ongo req . Azure—B . . Number Qongo req . A.ZUH}B . .
discoloration circles discoloration circles discoloration circles  discoloration circles
L1 + + MU11 + +
L6 +++ ++ MU12 + +
L9 +++ ++ P1 ++ +++
MU1 +++ +++ P2 + +++
MU3 + +++ P5 ++ +++
MU4 + + P6 + +
MUG6 + ++ P7 +++ +
MU7 + +++ P10 ++ +++
MU8 + - P11 +++
MU9 +++ + P12 +
MU10 + + P14 ++

"—" means no decolorization, "+,++,+++" means decolorization circle gradually become larger.

actamicro@im.ac.cn
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& 2. YHE 16SrRNA FEE 18SrDNA EEF5I5 s
Table 2. The analysisresults of bacterial 16S rRNA and fungal 18S rDNA gene sequences

Reference strains Number Identity/%  Strains number
Bacillus
Bacillus subtilis strain JCM 1465 L6, P7 99 2
Bacillus tequilensis strain 10b L9, MU6, MU9, P1, P5, P11 >08 6
Bacillus methylotrophicus strain CBMB205 MU1l., MU3. P2, P10 99 4
Bacillus amyloliquefaciens subsp. plantarum strain FZB42 MU7 99 1
Y east
Pichia fermentans strain ATCC 10651 R8 98 1
Saccharomyces cerevisiae strain JCABSC21 P9 99 1
Kluyveromyces marxianus strain W103 MUS5 99 1
Saccharomyces cerevisiae strain ySR127 P15 99 1
Lactic acid bacteria
Weissella paramesenteroides strain NRIC 1542 R1. R4 99 2
Pediococcus acidilactici strain DSM 20284 R2. R3. R9 >97 3
Lactobacillus brevis strain ATCC 14869 R7 99
(A) 9o - = CMCA a B) 250
go0 |- " TPA & b 2251 T

. L . =200k T ws CMCA

= 700 | = L = FPA

S 2 2175 F

= 600 =2 = .

E = T 150 b :

2 500 [z g= F

2 400 [ & 125 e b

2 W0 £ 100 - E2 SR B

= 200 ' B b sofgEE o EEE

() L K e B B e B B B B 0 ) e
L6 L9 MUIMU9 P1 P10 P11 P14 P5 P7 MU5 RS
Strains Strains

B 2. TEIMKZFRITE(A)FIEEEE (B)R A4 RBE RN
Figure 2. Cellulase activity of different Bacillus (A) and yeast (B) strains. The same colour bar chart with
different letters mean significant difference (P<0.05), while the same letters mean no significant difference
(P>0.05), the same as below.

MULl 5% A B E(P>0.05), HBE & THAMREE  fbEk(P<0.05); Lac F&E M 5@k MUL, MU3
(P<0.05) (& 2-A). E#HEIE R8 ) CMCA BEETE R I MUG 257 A8 2.3 (P>0.05), {H5E &= TH A
MUS5 (% FPA i iG Ve 25 T HAB T £k (P<0.05)  #k(P<0.05).

(K 2-B). 25 BB BT ERLER Tk
24 FEMRARBR HHAT R PR T 0 R 6 P 0 5 5 SR LR 4, LR T A R

ASTRVRR 2E AT B RO AR 2R G P e 25 SR 0 3% 48 s I B i M 78 60% L |, FEP i ik R4
& 3 fitn, MU7 19 MnP Fil LiP B iG1E B2m TH ROMRIZIRA G O157:H7 Fwt ith 25 B 11w v 1
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b oo

T L9 MUI MU3 MU6 MU7 Pl
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P10
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3. PEIMRGFRTEIARRZEEMS

Figure 3.

wwws Escherichia coli O157:H7
wmm Aspergillus flavus

jab a

(A)

100
abab p

80

60 |2

40 1

Inhibition rate/%

20

R7

R4
Strains

"RI _R2 R3

(B)

Ligninase activity of different Bacillus strains.

-o-R]1 —e— R4
R2 —e— R9

B 4. TEFERERINEEM(A) R FBE R ik (B)
Figure4. Antibacterial activity (A) and acid production rate curve (B) of different lactic acid bacteria strains.

HEM RL, R2 273 ARE(P>0.05), HE &R T
R3 I R7(P<0.05)(l 4-A). FLERFETER;FEHT 16 h
pH Mz i3 T [ HAS bk L B B K, 25 pH
2218 N Rk . ODgoo fEAREIG N, EF 28 h A A7 KA
HFfaE . AT, RO FI R4 HI/=MRAE S AREH AL
FPRIR, pH {ERFEZ 4.5 (& 4-B).

MR RIS A5, o FH 2T 4 Wl 16 A = 1Y)
FREEDL 2T I P11, &I ER IR FEBE R8 AL, v iy
SN AR R MUS; AR T 2 IS 5 5 1 R VE R

actamicro@im.ac.cn

ZEFFF B MUT; 0B 35 A 1 114 288 M IS 0300 £
R4 FIFLER FBREE RO 1k & B i RO 2 5 T
FR B ZH B TR R
2.6 AN KB A TEBR i B R
Wi LY 6 P MR IR S EIR G, 4% 1457
T HEAT A A OB R G, R I R IR A
SRR 3. R 30TH, SXTRAMLL, EE&E
FI LA B 4 BBk pH. NDF., ADF il AFB,
TR 3 KB FEFEL(P<0.05); LA &AL
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RIS 3 KA 5 K 1 m (P<0.05), 5 7 KT
Ve 2 R EERTKT R T, WS 7 R&IEER
We. RIS 7K, EE8WRE R NDF #l ADF
TREERRM, HEEMTX 4 (P<0.05), K
3 dEEARREILLN AFB, % it i 2K 44 [
K B )% B4 (P<0.05)

RIESEHT , A VATV I 20 A5 0 2 vRAE I
HRATL, iR R, RO, W Xt
W2 E R BESI5 B KA THBEFIZE i B4
2.7 WA R TR B AR R o SR A PEAN

T EM JFR 5 52 A R KB 7 d s A g

PR FH T FR AR I 45 SR WL 3R 4, B A T R
Z1f) DM, NDF., ADF & i Z(LT EM Rk
% 4H (P<0.05), CP. CA 1 EE SR EEm T EM
Ji R A 4 (P<0.05) , FH I AT DL AR & I T2 4%
PR, A 0 OB ] A (AR 2
LAY, A TERIES AL & 48 b R I
PETXS I, WAMER T EM UK 8 17 i
T RRE 5 2 IR AT 20 50 7 R Aot 2 6 7 AT B Ay pH B
LA S Tie, 45 a5l, AFBy &/
T 20 po/kg, FFAEZER DA BOR, Hik, i
O TR R A TR A 6 o AR, TR TRI LA 7 d R L

*x 3 EAEFINABEHIEEREGDRNSMN
Table 3. Effects of composite microbial inoculants on the quality of Pleurotus eryngii substrate

Fermentation time/d

Items Control group Compound microbial inoculants added group
0 3 5 7 9 0 3 5 7 9

oH 5.35% 5.4+ 5.28+ 5.25% 5.4+ 5.35+ 4.66x 4.53% 4,66  4.58%
0.04a 0.0la 0.08b 0.01b 0.08a 0.04a 0.04c 0.03d 0.01c 0.03d

LA/% 0.05+ 0.03+ 0.13+ 0.03+ 0.03+ 0.05+ 0.16+ 0.14+ 0.04+  0.03x
0.00c 0.01c 0.04b 0.01c 0.00c 0.00c 0.00a 0.03ab  0.03c 0.00c

NDF/% 47.06x 4473+  43.38+ 43.53% 39.74+ 47.06x 4522+ 4153+ 3859+ 39.74%
0.82a 0.79bc 1.08c 1.24c 0.94e 0.82a 0.78b 0.54d 0.67e  0.6e

ADF/% 3043+ 29.12+  27.92+ 28.03+ 26.2+ 3043+  28.62+ 26.65+ 2539+ 25.66+
1.45a 1.05ab 0.05bc 0.89bc 0.74d 1.45a 0.94b 0.64cd 0.71d 0.36d

AFB1/(ug/kg) 4.89+ 5.1+ 1.5+ 1.95+ 229+ 4.89+ 0.73% 1.49+ 1.94+ 1.85+
0.21a 0.65a 0.44c 0.73bc 0.31b 0.21a 0.36d 0.13c 0.02bc  0.16bc

In the same row, values with different small letter superscripts mean significant difference (P<0.05), while with same letter

superscripts mean no significant difference (P>0.05).

x4 FEI%REEEGE R @R
Table4. Feed quality of different fermented Pleurotus eryngii substrate

Pleurotus eryngii substrate fermented by Pleurotus eryngii

substrate fermented by

Items EM solution composite microbial inoculants P-value
DM 70.00+1.56 63.75+1.68 <0.05
NDF 48.00+1.00 38.59+0.67 <0.05
ADF 32.32+1.49 25.39+0.71 <0.05
cP 9.39+0.15 10.37+0.08 <0.05
CA 11.03+0.04 11.61+0.04 <0.05
EE 0.170.02 0.38+0.06 <0.05

“P<0.05" means there is a significant difference between two groups.
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3 Wi

31 BHERFARTE MRS AT S B
B 1

RIFARERZEHARTER . AR LY
RARMWEIIIL, FIETARA . BAN Y240
Mk, HFaiffaE EAGRKmMS . REir£
A RE D R A AR AP e, (H T a4
BEH P YER 2 B TR AR M BHAT T 4R 4= 1Y
SRR B, R G b A TR 0 2T 4
A0 [ B fe P B 005 43 A AR BT 3R RN AT 2 2 A I A= )
[Eai

AT B T AR E . SR AR BE T
B A AR Az I e AR R AR
PIAL BRI T . A 222 S B R A U R
o KU TR AT . AR A
FHEF 2 3 - W) 2R 2107 8 1% 35 56 v 1 W3R 40 ]
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| solation and identification of forage microbial community and
its effect on the fermentation quality of Pleurotus eryngii
substrate

Xuhong Gao, Xingmei Qu, Yating Zhou, Enping Zhang
College of Animal Science and Technology, Northwest A & F University, Yangling 712100, Shaanxi Province, China

Abstract: [Objective] This study was designed to screen the functional microbial strains suitable for the Pleurotus
eryngii substrate fermentation, so as to improve its feed quality. [M ethods] First, to choose suitable strains, which
may have strong cellulase, ligninase and antibacterial activities. We used sifting mediums combined with the
cellulase, ligninase and antibacterial activities tests. After that, we identified the species of selected strains
according to their 16S rRNA (bacteria) and 18S rDNA (fungi) gene sequence analyses. Then, compound microbial
inoculants were generated by mixing isovolumetric microbial solutions of each strain and used for the solid
fermentation of Pleurotus eryngii substrate. [Results] We successfully acquired and identified 6 strains. Bacillus
tequilensis strain P11, Pichia fermentans strain R8 and Kluyveromyces marxianus strain MU5 showed higher
cellulase activity. Bacillus amyloliquefaciens subsp. and Plantarum strain MU7 showed higher ligninase activity,
and Weissella paramesenteroides strain R4 and Pediococcus acidilactici strain R9 showed higher antibacterial
activity. Once they were mixed and used to ferment Pleurotus eryngii substrate for 7 days, all the main indexes
tested met the optimal criteria and remained stable. Compared with the EM solution fermented Pleurotus eryngii
substrate, the neutral detergent fiber and acidic detergent fiber of the compound agent fermented Pleurotus eryngii
substrate were significantly decreased by 19.6% and 21.44% respectively (P<0.05). The content of crude protein,
crude ash and ether extract increased by 10.44%, 5.26% and 123.53% respectively (P<0.05). [Conclusion] We
successfully obtained six strains, the mixture of them used to ferment the Pleurotus eryngii substrate can
significantly enhance its feed quality.

Keywords: forage microbial, screening, Pleurotus eryngii substrate, fermented feed
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