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1 1 B 2 2 K RS HRFAE
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fili % 9% 7 IF B (Pneumovirinae) , i fili %5 2 &
(Metapneumovirus) . ffi fifi 5 75 J& 2. & hMPV il
aMPV, hMPV F 2001 4EFEMf 2 IR L, MEAH
I LB TR T IR Hh o B A R L
HRAEIE R e 5 AL ISR RS AE . hMPV 43 A Rl B
PN SERT, A Rl B IS SER R AT i — 200y
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AN S 20 ep e R IR, 20 7 B A A
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5 hMPV ik e R,

i 1t B 2 BE B BE L W EERL T EH AR A
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1L, DAz M2 DR (5% 2 B 32HE ) 2 55 1 7
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2 fWhiE G & A &EMRIE

Tt eE G AR T I K EZEFE R,
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A 60%, {H A TUFI B B [b] [A) R AR, PR B
KRB FEEEAS AL 30060, d5eilr, 78 H A7) 5 3]
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A 391 MM, B B aMPV G 1M
414 NEHIERYLN, D # aMPV G & H 389 1
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The G protein of metapneumovirus: a variable protein with
multiple roles
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Abstract: Metapneumovirus, including human metapneumovirus and avian metapneumovirus, is an important
pathogen in human and avian infections. The attachment protein is one type of glycoprotein on the surface of
metapneumovirus particles, which belongs to type Il transmembrane protein. Compared with other
paramyxoviruses, the length of the amino acid sequence, the homology and the biological functions (such as the
attachment of the virus, the mediation of cell fusion, the influence of viral replication in cell culture and in vivo, and
the immuno-protective effect) of the G proteins of metapneumovirus are different. Meanwhile, the G protein of
metapneumovirus plays an important role in immunosuppression and immune evasion. At present, few related
research has been carried out in China. The aim of this paper is to review and discuss the latest research and
progress in the study of the attachment proteins of metapneumoviruses. The future research direction is prospected.
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