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Figure 1.

Structure of the glmS ribozyme. A: secondary structure of the Bacillus cereus glmS ribozyme. B:

tertiary structure of the glmS ribozyme from Thermoanaerobacter tengcongensis (PDB ID 2Z75). A-1 (red), G1

(yellow), G40 (green).
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Schematic illustration of the mode of action of GIcN6P to glmS ribozyme.
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Abstract: The glmS ribozyme is predominantly present in gram-positive bacteria, and it is a riboswitch that inhibits
the synthesis of glucosamine-6-phosphate. In addition, glmS riboswitch is a self-cleft ribozyme located in the 5’
untranslated region of the glmS gene. Study on the structure and function of glmS riboswitch will be beneficial to
develop new targets for antibiotic action. In this paper, we reviewed the structure and function of glmS riboswitch.
In addition, we also introduce recent research progress and application of glmS riboswitch.
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