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Figure 1. Predicted protein structures (A) and conserved domains (B) of DNA bending proteins in

Streptomycetes.
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Figure 2. Predicted protein structure (A) and conserved domains (B) of DNA bridging protein Lsr2 in
Streptomycetes.
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Figure 3. Predicted protein structures (A) and conserved domains (B) of DNA protecting protein Dps in
Streptomycetes.
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Figure 4. Predicted protein structure (A) and conserved domains (B) of nucleoid-associated protein DdbA in

Streptomycetes.
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Streptomyces nucleoid-associated proteins: role in morphological
differentiation and secondary metabolism
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Abstract: Streptomyces have a unique and complex morphological differentiation process. The process of aerial
hyphae differentiating into spore filaments is accompanied by the biosynthesis of secondary metabolites. The
morphological differentiation of Streptomyces involves many steps, such as chromosome replication, condensation
and separation. As important components of chromosome structure and the global regulatory factors of bacteria, the
nucleoid-associated proteins play an important role in the regulation of morphological differentiation and secondary
metabolism of Streptomyces. In this paper, we summarize the structures, functions, regulation of
nucleoid-associated proteins and especially their role in morphological differentiation and secondary metabolism of

Streptomyces.
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