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LV 7 A T A A AR A D RE LA AR R
GodfreyZ5'" V435 R 32 UMY B (Blumeria graminis
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Figure 1. Mobilization, uptake, and utilization of hexoses in haustoria of U. fabae. Sucrose (Suc) is released from the
infected plant cell either actively or passively. The disaccharide is cleaved by the fungal invertase INV1p and possibly
the action of plant enzymes. The resulting monosaccharides, D-glucose (Glc) and D-fructose (Frc), are taken up via
the hexose transporter HXT1p. Glc might also be provided through the breakdown of cellobiose (Cel) by the action of
BGLI1p. Glc is funneled into glycolysis and the pentose phosphate pathway (PPP) by phosphorylation through
GLK1p. D-fructose on the other hand is converted into mannitol by the action of MAD1p. At the bottom of the PPP,

the novel enzyme ARD1p is generating D-arabitol"’.
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Advances in haustoria function of plants obligate parasite - A
review

Xuefeng Fan, Heshan Zhang, Wenxiang Yang

Biological Control Center of Plant Diseases and Plant Pests of Hebei Province, National Engineering Research Center for
Agriculture in Northern Mountainous Areas, College of Plant Protection, Agricultural University of Hebei, Baoding 071001,

Hebei Province, China

Abstract: Haustoria, one of the fundamental characteristics of obligate parasite, is a micro-branch produced by
biotrophic fungi and oomycetes, which is composed of haustorial body, extrahaustorial matrix and extrahaustorial
membrane. It is an abnormal structure that can invade the host cell interaction with the plant. Haustoria is not only the
key factor of biotrophic fungi carrying on the living specimen nutrition way but also represents significant roles in the
nutrition biosynthesis and inhibiting the defense reaction of host. The deeper understanding of haustoria will favor us
acquaint obligate parasite enormously, so that we can control the corresponding diseases better. This paper
summarized the function on nutrition and pathogenicity of haustoria, and the problems and the research trend in this

area were discussed.

Keywords: biotrophic parasitism, haustoria, structure of haustoria, nutrient uptake, effetor
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