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Table 1. Diversity of endophytic bacterial in Sonneratia apetala

Endophytic bacterial Family Genus BLAST results Identity/%
R72 Actinotalea Actinotalea ferrariae HQ730135 97
S16. Fl14. L65. R78.  Bacillaceae Bacillus Bacillus amyloliquefaciens subsp. plantarum 99
R74. R10. R70. S4 CP000560
Bacillus aryabhattai EF114313 99
Bacillus bataviensis AJ542508 99
Bacillus isronensis AMCKO01000046 99
Bacillus methylotrophicus EU194897 99
Bacillus stratosphericus AJ831841 99
R69 Paenibacillaceae Brevibacillus Brevibacillus brevis AP008955 99
S5 Promicromonosporaceae  Cellulosimicrobium  Cellulosimicrobium funkei AY501364 99
R71 Paenibacillaceae Cohnella Cohnella luojiensis GQ214052 96
R129 Cohnella boryungensis HM061613 99
S124 Curtobacterium Curtobacterium citreum X77436 99
S84 Erythrobacteraceae Erythrobacter Erythrobacter flavus AF500004 99
R75 Fictibacillus Fictibacillus rigui EU939689 99
S51 Intrasporangiaceae Janibacter Janibacter melonis AY522568 99
S23 Enterobacteriaceae Klebsiella Klebsiella quasipneumoniae subsp. 99
similipneumoniae HG933295
S68 Microbacteriaceae Microbacterium Microbacterium oleivorans AJ698725 99
S100 Micromonosporaceae Micromonospora Micromonospora aurantiaca CP002162 99
R128 Mycobacteriaceae Mycobacterium Mycobacterium farcinogenes AF055333 99
S92 Nocardioides Nocardioides alpinus GU784866 96
S90. S93 Nocardioides aquiterrae AF529063 99
Nocardioides hwasunensis AM295258 99
S85 Sphingomonadaceae Novosphingobium  Novosphingobium mathurense EF424403 99
R130. F118. L82. Paenibacillaceae Paenibacillus Paenibacillus lautus D784773 99
S15 Paenibacillus massiliensis AY230766 99
Paenibacillus woosongensis AY 847463 99
R145 Paenisporosarcina  Paenisporosarcina antarctica EF154512 99
S89 Rhizobiaceae Rhizobium Rhizobium vitis D14502 96
S91. S86 Rhizobium smilacinae KF551141 99
S50 Sphingomonadaceae Sphingomonas Sphingomonas mucosissima AM229669 97
S40 Sphingomonas melonis KB900605 99
L141. S36 Sphingomonas astaxanthinifaciens 99
AB277583
Sphingomonas hankookensis F1194436 99
S43 Sterptomycetaceae Streptomyces Streptomyces xiamenensis EF012099 99

Leaf, root, fruit, stem, skin of Sonneratia apetala are expressed by the L, R, F, S.
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Table 2. The IDs of the extracts from bacteria associated with Sonneratia apetala

Endophytic bacterial The most related species IDsy/(mg/L)
R74 Bacillus methylotrophicus (EU194897) 79.98+1.94
R71 Cohnella luojiensis (GQ214052) 48.79+2.88
S92 Nocardioides alpinus (GU784866) 183.43+3.12
S85 Novosphingobium mathurense (EF424403) 120.62+2.97
S84 Erythrobacter flavus (AF500004) 111.03+2.55
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Figure 2. Phylogenetic analysis of endophytic bacteria 16S rRNA in Sonneratia apetala. The number in parentheses
is accession number in GenBank. Node number represents the confidence level of relatives, the length of branches

represents the evolutionary distance and the coefficient is 0.02.
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Diversity and cytotoxic activity of endophytic bacteria isolated
from Sonneratia apetala of Maowei Sea
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' College of Light Industry and Food Engineering, Guangxi University, Nanning 530004, Guangxi Zhuang Autonomous Region,
China
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Autonomous Region, China

Abstract: [Objective] The purpose of this study was to study the distribution, diversity and cytotoxic activity of
endophytic bacteria of Sonneratia apetala collected from Maowei Sea, Qinzhou city. [Methods] The 16S rRNA gene
sequencing and MTT were used to explore the diversity and cytotoxic activity of endophytic bacteria isolated from
different organs and tissues of Sonneratia apetala. [Results] Total of 38 isolates were obtained. The result of diversity
analysis showed that these isolates could be phylogenetically classified into 21 genera and 12 families, based on their
16S rRNA gene sequencing. Of them 5 were potential new genera or new genus. Five strains (R74, R71, S92, S85 and
S84) had cytotoxic activity against human liver carcinoma Hep G2 cell line. [Conclusion] Endophytic bacteria of
Sonneratia apetala are genetically diverse and most of them have abundant new bioactivities.

Keywords: Sonneratia apetala, endophytic bacteria, 16S rRNA, genetic diversity, cytotoxic activity
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