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Figure 1. Diagram of the TTSuV2 genes.
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Figure 2. Map of TTSuV2 ORFla. TTSuV2 ORFlab PCR

amplification (A) and the fragments of two recombinant plasmids
digested with restriction enzymes (B). (A) M: DNA marker; Lane
1, 2: The PCR amplification of TTSuV2 ORFla.TTSuV2 ORF1ab.
(B) M1,M2: DNA marker; Lane 1, 2: DNA fragments of TTSuV2
ORFla—5ET21 and TTSuV2 ORF1ab—pET21 digested with restriction

enzymes. The target DNA strips are marked with arrows.
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3. &4 TTSuV2 ORFl1a.TTSuV2 ORFlab & SDSPAGE (A, C) 5% #i{K Western Blotting 4 # (B)
Figure 3. SDS-PAGE (A, C) and tag antibody Western Blotting (B) of the TTSuV2 ORFla and TTSuV2 ORF1lab recombinant proteins. A : Lane 1

—-3: SDS-PAGE of Prokaryotic expression production of TTSuV2 ORFla-pET21, TTSuV2 ORFlab-pET21 and the control vector; M: protein

ladder. B: Lane 1,2: Western Blotting of the TTSuV2 ORFlab and TTSuV2 ORFla recombinant proteins; M: prestained protein ladder. C: Lane

1, 3: SDSPAGE of unpurified TSuV2 ORFla and TTSuV2 ORFlab recombinant proteins; lane 2, 4: SDS-PAGE of purified TSuV2 ORFla and

TTSuV2 ORFlab recombinant proteins; M: protein ladder. The target protein strips are marked with arrows.
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Figure 4. TTSuV2 ORFla and TTSuV2 ORFlab recombinant proteins serum ELISA.
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Figure 5. Boxplot showing the comparison of serum TTSuV2
antibody levels between TTSuV2 ORFla and TTSuV2
ORF1lab recombinant proteins ELISA results.
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marked with arrows.
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Serological tests of the truncated TTSuV2 ORF1
recombinant proteins with the porcine sera
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Abstract: [Objective] We studied the serological response between the special regions on the Torque teno sus virus 2
(TTSuV2) ORF1 coded protein and the porcine sera from conventional pigs. [Methods] Based on a Chinese TTSuV2
strain from Guangdong province, two overlapped virus proteins were expressed from FEscherichia coli. Then, purified
recombinant TTSuV2 ORFla and TTSuV2 ORFlab proteins were used as the antigens in the Western Blotting and ELISA
assay. [Results] The recombinant TTSuV2 ORFla and TTSuV2 ORFlab proteins were identified with the special tag
monoclonal antibody. The results of the ELISA tests shown that there were significant relationships between two groups of
dates from the recombinant TTSuV2 ORFla and TTSuV2 ORFlab proteins antigenic assay. The results of the following
Western Blotting assay indicated that the TTSuV2-specific IgG antibodies were contained in pig sera. [Conclusion] The
truncated TTSuV2 ORFla protein (positions 168 to 346 corresponding to TTSuV2 GDIMA1) contains important B cell
epitopes which can stimulate immune system antibody secretion. The truncated TTSuV2 ORF1la protein could be effective
in TTSuV2 immunodiagnosis.

Keywords: Torque teno sus virus 2, ORF1, expression and purification, serological tests
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