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Figure 1. General model for biofilm formation. 1, planktonic cells sense and attach to solid surface, and lose the motility
function; 2, attached cells create microcolonies; 3, cells secrete much extracellular polymeric substances, and colonies develop to

form mature biofilm; 4, some bacteria split off from biofilm, restore motility, and start another biofilm formation cycle.
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Figure 2. General model for colony biofilm (A) and pellicle biofilm (B) formation by Bacillus subtilis'*>).
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Figure 3. Regulatory model for biofilm formation by Bacillus subtilis. T-bars indicate repression; arrows

indicate activation; solid lines indicate a confirmed direct interaction; dashed lines indicate that the

interaction is poorly understood.
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Research progress on biofilm formation by Bacillus subtilis
— A review
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Abstract: Biofilm is a prevalent lifestyle in nature and closely related to the life and production of humans. Bacillus
subtilis is an important industrial strain and a good model for biofilm research. Combined with our current studies, we
reviewed significant progress on biofilm formation by Bacillus subtilis, including main process, characteristics of biofilm
formation, research models, and regulatory pathway for biofilm formation. In addition, further research focuses are

addressed.
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