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Figure 1. Lysine and arginine decarboxylase systems of Salmonella.
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Figure 2. Regulation of acid shock proteins synthesis in Salmonella.
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Acid stress response of Salmonella and its relationship with
virulence— A review
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Abstract: As successful enteric bacteria, Salmonella spp. has to overcome the extreme acid condition in the stomach
before invading into host intestinal epithelial cells. Salmonella spp. has evolved an adaptation to its replicative niche in
the acidic environment. This review summarizes acid resistant characteristics of Salmonella, and introduces several
mechanisms to acid resistance, including keeping internal pH homeostatic, synthesizing acid shock protein through several
regulatory pathways and altering membrane character. The achievements will be significant for understanding and
controlling Salmonella infections in the future.
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