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Table 1. Results of artificial infection of JX-09 in grass carp

concentration / number of No. of death at different time .
(cfu/mL) tested fish 1d 24d 3d 44 54d 6d 74 mortality
4.0x10® 15 15 0 0 0 0 0 0 15
4.0 x107 15 0 10 1 2 1 0 0 14
4.0 x10° 15 0 5 2 2 2 0 0 11
4.0 x 10° 15 0 0 3 2 2 0 0 7
4.0 x10* 15 0 0 0 2 1 1 0 4
4.0 x10° 15 0 0 0 0 0 0 0 0
£ 2. HEEK IX09 M4 B E WIS
Table 2. Biochemical and physiological characteristics of the isolated strain JX-09

reaction item result reaction item result

D—glucose + 5-keto-D-gluconate -

lipase - lysine decarboxylase +

L-arabitol - L-arabinose -

D-mannitol - inositol +

malonate - D-galacturonate assimilation -

D-arabito - D—ellobiose -

L-aspartate arylamidase - adonitol -

arginine dihydrolase + indole +

D-trehalose + B —glucuronidase -

B-glucosidase - a-galactosidase +

a-maltose - a-glucosidase -

D-maltose + urease -

B-N-acetyl-glucosaminidase - D-sorbitol -

saccharose - phenolsulfonphthalein +

L-rhamnose - palatinose -

ornithine decarboxylase + a-galactosidase +

¢

“ + 7 Positive reaction,

» . .
“ — 7 Negative reaction.
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Figure 1. PCR amplified products of 16S rfRNA. M, DL2000 DNA
Marke; lane 1, JX-09.

JX-09(KC825332)
Plesiomonas shigelloides PIC3(GQ359957 )

Plesiomonas shigelloides ATCC14029 (X74688.1)

Plesiomonas shigelloides YZ01 (KC329770.1)

Aeromonas hydrophila ATCC49140 (AY987754.1)

99 | Aeromonas sobria ATCC43979T (X74683)

Aeromonas veronii CECT4246 (AY987748.1)

Vibrio vulnificus L1 (EU931029)

Vibrio parahaemolyticus Vp27 (AF388389.1)

Vibrio splendidus ABNO9L-1(KC565546)

Photobacterium jeanii CAIM1633 (HM584109.1)

Photobacterium gaetbulicola CAIM1572 (HM584106.1)

Photobacterium lutimaris CAIM1132 (HM584062.1)

Flavobacterium columnare FK401 (AB010952.1)

E 2. EHk JX09 16S rRNA XA FFMWENRSK 4L B Kt

Figure 2. Phylogenetic tree of Plesiomonas shigelloides based on 16S rRNA gene sequence of strain JX-09. JX-09 refers to the

stain isolated. Numbers in parentheses represent the sequences accession number in GenBank. The number at each branch

points is the percentage supported by bootstrap. Bar, 1% sequence divergence.
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I, 45 3 7S 1% RO 2 i R AE 26 Bl 25 1) BBURK

X R TGRS S B4 rh o, X 22t 75 3R A5 4 Bl
Wi 25 (£ 3) -



B AR A5 ¢ 0 B0 1 2R R B AR BRIV 1K 20 1 L R /BB ) 2E 4R (2014) 54.(2) 233

RIAHPPRMEAR
Table 3. Antibiotic susceptibility test

antibiotics sensitivity antibiotics sensitivity antibiotics sensitivity
aztreonam S tobramycin S sulfamethoxazole S
cefazolin S gentamicin S nitrofurantoin S
cefalotin S oxacillin S ampicillin I
cefuroxim S spectinomycin S kanamycin I
cefoperazone S chloramphenicol S erythromycin 1
cefotaxime S amikacin S clarithromycin I
ceftriaxone S tetracycline S piperacillin I
cefepime S minocycline S midecamycine R
ceftazidime S norfloxacin S penicillin G R
cefoxitin S ciprofloxacin S vancomycin R
ofloxacin S levofloxacin S clindamycin R
streptomycin S polymyxin S

S:Sensitive; I:Intermediate; R:Resistant.
N \/\
3 e
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Abstract: [Objective] The aim of this study is to identify strain JX-09 and confirmed that the strain is the pathogen of
diseased grass carp (Ctenopharyngodon idellus) . [Methods] A pathogenic strain JX-09 was isolated from the diseased
grass carp. The strain was identified based on physiological and biochemical characteristics, and the sequence analysis of
16S rRNA. Virulence of strain JX-09 to healthy grass carp was also tested. Furthermore, drug sensitivity was detected
with Kirby-Bauer’ s agar diffusion method. [Results] Strain JX-09 was identified as Plesiomonas shigelloides by
biochemical analysis and molecular biology. The P. shigelloides strain was re-isolated from the artificial infected grass
carp, and the LD, was about 6.4 x 10" cfu/g. Drug sensitive tests showed that strain JX-09 was susceptible to aztreonam,
cefazolin, cephalothin and ceftriaxone, and resistant to kanamycin, medicamycin, vancomycin and piperacillin.
[Conclusion] Strain JX-09 was the pathogen of grass carp with muscle erosive disease. To the best of our knowledge, this
is the first report that P. shigelloides as the pathogenic strain of grass carp.
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