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R TAEY RS RAT R SR E S, KE
T o AT R DAL 1) B AT 3R A 0 2R i K R
( Enterobacterial Repetitive Consensus
Polymerase Chain Reaction, ERICPCR) . Jlik 1% ¥t Ji&
i Yk (Plused Field Gel Electrophoresis, PFGE) £ fif
FUF A 4y #1 (Multidocus Sequence Typing, MLST) <
Z ff 5 0] A & E P A 4 # (Multidocus Variable
Numbers Tandem Repeat Analysis, MLVA) %[4] . H
H, PRGE $5A [N 3L 5 b A W] 3 820 5 0y R
fes BUAE O “B bn fE 75 AH D R BB B FE I R
o AEAEAT Sk MR IR o il ERICPCR 4% K A
A7 R A T 5 B AP i, SRR vy 8 0l 8 ) 9 T A
ASC At B TR R B AR AR A5 AL 5 A 0 TRk R ) 2R
YA W 25 R T TSR L SR AT ) 1 T

AW R R G0 A R 7 AR A XA [ S Y
LR AR W NN S [ VI | R S NG O (5 B N
A WU s R A 2 i 3 23 M ERIC-PCR 73 7~ 7 2
WEFCU T IR ¥ 22 FF 2 X F00 917 0 428 1 £ s b v 1)
PGB VS Rl s SR A N 2 2%

Intergenic
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1.1 ##
1.1.1 RS H4E GB 4789. 120107 i kE 5 (1) 5%

AT RFE. T 2012 42 -8 I REHTIUA
8 NI T DIl 3k < 0 = W A6 1 7 4
R T T KIS GRS R K™ 5l
i BRI S T R F D L 400 4 £F 8L
AR T 50 A3 5 7 A 3 T AR 28 B K K T R R 3
3 A A7 03 B T B BT B IR R R 6 Ao
1.L1.2 D ITREHREEKR: B ALTIRHE
(Salmonella Enteritidis CMCC 50335) /5 3EVW T IR
(Salmonella Typhi CMCC 50098) - il i ZE ¥ [T K
(Salmonella Typhimurium ATCC 14028) ()" 4 4 14k
A= DI S B R O i O B AR

1.1.3 3 2R DU G R B4 45 48 (TTB) 1 B
O U 1% 2k DR 2 (SC) 14 3 v - HKM 0 1] 1K 1 8
W IR I AR MID 64 Fil MID 65 %58 & 4t e H
B AR A (7 R R L A= B A IR A 7)) 5 XLT4

R FE L K s 7 (25 [ BD-Difco 24 1)) ;¥ 17 G H
EELRIE (TRREEWHWER AR, ZH
WITICHE 2 WG (218 S&A A1) ; API 20E £ 4k,
Y R A4 S LI AR 7 vk [ AR g LR A )
Ezup K& 3040 1 56 K 41 DNA #li238 #0 & ( 4 T
A TR BR 2 A1) s HS™ Mix (7 M 43 5% 4= 9 B 4%
H R A ) Bl 4 ERIC2 (5-AAGTAAGTGACTG
GGGTGAGCG3) ™ iy # K Jk R Rh A B 2 ) 4 ko
1.2 DITREMSBMEE

SETEYE BB GB 4789. 42010 .

LS B GB 478932010 J ik £ K W i
%t (Most Probable Number, MPN) 3 5 ¥0 '] [G B 1)
SE AT, BB AR (M 25 g (mL) FES I B
%47 225 mL TTB 38 & ¥ ¥ G 3 3 A8 #1474
i 110 FRRE S AT B 1210 FE S S 3 1 mL 22
9 mL[¥ TTB 34 B, il & 12 100 (1A% 5 W 4%
HE O 77 7 B 121000 (9 B 5 205K 3 Rk BE (1
210, 1: 100, 1 : 1000) ff1 FE 50 A1 W &% 3 &
(10 mL/%) , JUF 42°C 5557 24 h; R4 B AR IR
R P2 PR 8 IR AL LAl fb % e R AR .

1.3 mFnHE

P BEVD T B 2 W7 I A U R T R AT 40 bk
M35 4324, 2 5% GB 4789. 42010 FIAA A [ 4l b &8
T M Kauffmann-White 77502 ", #4005 75 5
[ e D &5 A 5 43 0 AR 1 103 2
1.4 ERIC-PCR 4!

I T 40 B L IR 41 DNA Jl 382 3% 5] 6 45 T PR 0
DNA, FLARD R 2 B W] A5 o Fie JRUAH OC STk 1) 41 4y
HUHERCE PCR AR ™Y, 4 PCR R4 R
25 pL:2 x HS™ Mix 12.5 pL, ERIC2 0.8 wmol/L,
R 40 ng, N 4l /K #h 55 . PCR 4k ff:94 C i Ar
P,5 min;94°CZZ 1,1 min;52°C iB ‘K, 1 min;72°C %E
f#,3 min; 3 B AT 35 16 3 I J7 72°C & 4L i,
10 min. #£47 ERICPCR 4§ #4J5, 0 5 pL PCR =4
FEF 1 x TAE Bt (19 2% 55 Ig B % i (& Gold
View 4k1) , L FK 100V HL ik 35 min, 28 J5 F 5 I
BRGWAT W b B AR . B )5, 18 | Gelpro
Analyzer 4.0 FI NTSYS-pc 2. 10e K 2F %5 v0 1] 1K
ERIC-PCR $5 40 3 AT R 2K #r .

2 HiRAIr

2.1 BIRESHRBPE
2.1.1 FRMHERSHIER M 400 4 dh Ik



1328

Ling Chen et al. /Acta Microbiologica Sinica (2013) 53 (12)

75 43 ¥b 1T B RR BH AR S BN 18.8% « 4% i fr
i AL AT (R 1) I IS VD 1T EG B B M A
i (58. 1% ) o U TV £ & 1o & B R0 4% 4
ARV TT IR
1. BRREREELSENPITREBMAMHER I HER
Table 1. Number of Salmonella positive samples in

different foods

Positive Overall% Tsolated
Category Sample
sample positive strains
of food number
number samples number
Meat product 74 43 58.1 55
Seafood 80 13 16.3 17
Frozen product 56 12 21. 4 14
Edible mushroom 54 0 0 0
Ready-to-eat food 80 5 6.3 5
Vegetables 32 2 6.3 2
Dairy 24 0 0 0
Total 400 75 18.8 93
2.1.2 PAMEAE G MPN S HUE R /LR 75 4

B R e s VARG 33 4, Hoeh 2 4 MPN A
T 10 =110 MPN/g, i%¥E 5 S22 8 Y A 4 (15 MPN/g)
Fpg 770G A (110 MPN/g) » JL 4 31 4y £ 5t MPN {i
f+F 0.3 -10 MPN/g. #5535 %8] 97.3% (73/75) I
PERE S V5 B R L BIAC T 10 MPN/ g, 358 9 £ it th b 1]
PG F V5 G 2 AR AL v » (L B AR 5 e K P EE BRI -
2.2 BITREMFSE

75 b1 IR BH R RE O 22 A e SR S
93 MRVP T IR - IfLiE 23 BLE5 R, 4y B RK 20 IR 9
ANHES29 Pt s AL (L3R 2) o o R BLyD ] G
(Salmonella Derby) 1§ 14 2 ¥ ] K % (Salmonella
Typhimurium) £ th 2% 5 5, 4 BUR 14 B 13 B .
kA R ¥ 1] B (Salmonella Bousso) Flik B4 b 7]
K (Salmonella Pomona) #b, H A 3 7E A ~ F BEYS
FEL A A0 3 L3 BE 0 B RE. 53 A At 380 S0 ik gk 290
YWITKH (Salmonella Ness—ziona) « 4% % 1t Hy Vil vb 7]
K (Salmonella Glostrup) « £ [ A 7 ¥ 7 K &
( Salmonella Corvallis ) « # /R &2 8 ¥ ] K
(Salmonella Albany) « F) %) i ¥0 1] KK W (Salmonella
Liverpool) .S. Bousso fl1 S. Pomona 7 i [E N #f 15 )t
TE YD 1) G PR L 2 o [ B R AR W) — 0 B o 4y
5 T AN TR A f v ] PR, G rPoR: L P A a3

RURIAT 18 3> R W [R] — 4 €0 G FE G AT B 2 R Vb 1] IR
2.2.1 RBEREBLHEWINTREMFR:7 KK
B (32 2) P55 PO 2 B 1 v 1) TG T Ak
B2, 0 55 B, Kt 19 By A4, Jorp, Bl By g v
[T B (Salmonella Agona) « 3¢ 7% 3 ¥ 7 K &
(Salmonella Potsdam) K & €& ¥) |7 K B (Salmonella
Lindenburg) « S.  Glostrup~ & ¥ & ¥ 7 K &
(Salmonella Kentucky) « S. Albany. 3% 35 ¥ |7 [
(Salmonella Give) <5 KK E BT IKHE (Salmonella
Weltevreden) F1 1] K & &8 7 |7 K ( Salmonella
Senftenberg) 9 i ifi 7 AL 7E A 5 A ) 5 oA B T
FEMEME S. Derby f1 S. Typhimurium ; H ¥k &
K= i R 14 B iy B, Horh SRR B VD T R
(Salmonella Saintpaul) « ffi & & /S5 % ¥ ] K
(Salmonella Braenderup) +S. Ness—ziona 2 K50 7]
K (Salmonella Newport) « F| & JE /R 8 ¥ 7] K
(Salmonella Litchfield) F1 S. Pomona 6 Ff Ifil Ji5 %4 ¢
FEZK 7 it A, H 5 D R £t v A, H 8 Al L v 2, 3
o Tk v 1T K (Salmonella Uganda) Y 7E 3 %5 &
sty PG HE 5 MR B S R 2 A 4 AT 2 Rl

ERIER

2.2.2 #ZBHEMNHTSEDTTREDFER WK
8 ANk i b (2 2) , AL AG HE 13 Ay 24, b 5 Fip
i3 A A b A Y, 2> S
Potsdam.S. Kentucky.S. Liverpool F1 S. Bousso; J&
IR 8 o i 7 A, b 3 Bl v AL TS S 4y
M A S. Agona.S. Ness—ziona Fl = 2 F) v 7] K ®#
(Salmonella Bareilly) ; =4 H 7 Fhif i A4, b 3
A 3 A = A s 4> ) O S, Lindenburg. S.
Give Al S. Pomona; i JH A i 8 Fiifin 3§ 284, e 2 Fp
Ly B A AR MA > 25 S, Glostrup Fil S, Litchfield ;
g R S R AL, JE 2 B i A A 1R
Hi, &y S. Newport I S. Uganda; ¥ 75+ 38 JIl~ 71l 3k
gy Rt 13,6 M1 Rl s A o AN R 3k iT vb 1) I
BRI ¥ 2R A7 AE — 8 2 5 L&A Iikoid A o v A
ANHIE, W] RS R A ST R N A O H AT R
Ui WY B T R AT TR R L R O B AR B
Z KV A1

Saintpaul\ S.
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Table 2. Serotype of Salmonella Isolates in food
No. Strains Source Serotype No. Strains Source Serotype
1 S7253 Meat product S. Derby 48 BH0024 Meat product S. Tshiongwe
2 SZ255 Seafood S. Stanley 49 BH002-2 Meat product S. Potsdam
3 S7261 Ready—to-eat food S. Heiderlberg 50 BH003 Meat product S. Typhimurium
4 S7272 Meat product S. Typhimurium 51 BH0044 Meat product S. Corvallis
5 S7286 Meat product S. Enteritidis 52 BH004-2 Meat product S. Kentucky
6 S7288 Seafood S. Braenderup 53 NN002 Meat product S. Meleagridis
7 S7297 Frozen product S. Heiderlberg 54 NN0034 Meat product S. Corvallis
8 ST401 Meat product S. Derby 55 NNO003-2 Meat product S. Albany
9 HK501 Meat product S. London 56 NN0044 Meat product S. Meleagridis
10 HK502 Meat product S. London 57 NN004-2 Meat product S. Senftenberg
11 HK506 Seafood S. Newport 58 NNO005 Meat product S. Derby
12 HK509 Ready-to-eat food S. Derby 59 NN6524 Meat product S. Typhimurium
13 HK521 Meat product S. Derby 60 NN652-2 Meat product S. Derby
14 HK522 Meat product S. Typhimurium 61 NN657 Seafood S. Braenderup
15 HK5324 Frozen product S. Derby 62 NN667 Frozen product S. London
16 HK5322 Frozen product S. Uganda 63 NN6714 Meat product S. Albany
17 SY551 Meat product S. London 64 NN671-2 Meat product S. Weltevreden
18 SY5524 Meat product S. London 65 NN6724 Meat product S. Typhimurium
19 SY5522 Meat product S. Derby 66 NN672-2 Meat product S. Meleagridis
20 SY556 Seafood S. Derby 67 NN678 Ready—to-eat food S. Meleagridis
21 SY560 Ready-to-eat food S. London 68 NN679 Ready-to-eat food S. Meleagridis
22 SY5714 Meat product S. Give 69 NN681 Frozen product S. Typhimurium
23 SY5712 Meat product S. Lindenburg 70 NN696 Frozen product S. Enteritidis
24 SY572 Meat product S. Weltevreden 71 F70014 Meat product S. Glostrup
25 SY587 Meat product S. London 72 k70012 Meat product S. Tshiongwe
26 SY5904 Seafood S. Tshiongwe 73 FZ002 Meat product S. Tshiongwe
27 SY5902 Seafood S. Pomona 74 FZ003 Meat product S. Enteritidis
28 SY595 Vegetables S. Tshiongwe 75 FZ701 Meat product S. Derby
29 BH6014 Meat product S. Stanley 76 FZ702 Meat product S. Okefoko
30 BH601-2 Meat product S. Bousso 77 FZ7722 Meat product S. Tshiongwe
31 BH602 Meat product S. Derby 78 FZ7364 Meat product S. Albany
32 BH603 Meat product S. Typhimurium 79 FZ7362 Meat product S. Senftenberg
33 BH605 Seafood S. Braenderup 80 FZ738 Seafood S. Litchfield
34 BH606 Seafood S. Saintpaul 81 FZ747 Frozen product S. Enteritidis
35 BH6224 Meat product S. Tshiongwe 82 XMO001 Meat product S. Agona
36 BH6222 Meat product S. Typhimurium 83 XM002 Meat product S. Weltevreden
37 BH6234 Seafood S. Typhimurium 84 XMO003 Meat product S. Albany
38 BH623-2 Seafood S. Liverpool 85 XM004 Meat product S. Derby
39 BH624 Seafood S. Derby 86 XM752 Meat product S. Derby
40 BH631 Frozen product S. Typhimurium 87 XM7554 Seafood S. Ness—ziona
41 BH6324 Frozen product S. Bousso 88 XM7552 Seafood S. Bareilly
42 BH632-2 Frozen product S. Corvallis 89 XM766 Frozen product S. Typhimurium
43 BH636 Meat product S. Corvallis 90 XM780 Vegetables S. Bareilly
44 BH638 Seafood S. Enteritidis 91 XM782 Frozen product S. Enteritidis
45 BH640 Seafood S. Okefoko 92 XM786 Meat product S. Typhimurium
46 BH647 Frozen product S. Corvallis 93 XM797 Frozen product S. Enteritidis
47 BHO01 Meat product S. Typhimurium
2.3 K E ERICPCR 532 TUIK) 93 BRVD T IR 20 B AR BL K 3 B VD 17T I 1R A

iz ] ERIC-PCR J7 3L X} 73 J& 9 /N HE~29 Fl ifiL 35

P AR REAT 0, AR AR Uk A 22 ) ERIC 8] 3% (
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1) o 4RI 96 FEVP ] K W ERIC-PCR =¥ # 17
IR LYK AR R B AR , AT 6 - 18 4%
BE KN g 230 —4000 bp. 43 8 bk ) 5 X A 5 00 %
Ak 4% TR T5% 1) AR M AT 4y O 15 AN K
g (E1E15) , Horb E8 AL 5 10 BRyD 1 IR, 7 il
T8 O L BRI 2 % B4 AR 13 BRVD T
FCBR 6 Bl I35 8L B6 fE AL 7 6 BRVD 1T B, 4 il
A E9 SRS 21 BRIV TG - 4 Bl i 2L . oA
AR ) R AR ZEL F AT R A /b 5 I3 28 A L R P — o

b 8¢ i DR 780 5310 R of v 7R 2 T 1) G R R BAH (R
I 37 29 7] B8 2 E /) — AN %, il 1 14 £k S. Derby nJ 43
5 R R B S, 4% oy AE B9 iR i a) W LSRR
RO 2 AR /N, HAT IR S AL RS . 5 2 RN

Number

El41
151

R R L R L R |
0.55 0.60 0.65 0.70 0.75 0.80 0.85 0.90 0.95 1.00
Coefficient

e e e e

— b B b b bt bt ) it G B b b )

LI RO R B e B e e e B e e 00 R L

B4 S. Senftenberg. 38 F) Vb |7 K (Salmonella
Stanley) ¥ £ ¥0 '] [K & (Salmonella Heidelberg)
S. Liverpool F4& ¥ '] K B (Salmonella London) ;
AELAR (7] o, 375 28t ) 68 20 76 AN [7) K A% > 91 4m 13 B B4
FEVPTTIRE W 23 4 S Bl LRI BL 550, 2170 A /E E1VE3
E4 E8 AN[F [ 4 A2, il X — S5 R el g T
X LE TR B S5 B 1 AN [R) M DA ) £ i R 2R v 1T TG
FEVEAG LA T AR S o 5 2 RALIIE A B L AR AL
K ( Salmonella Okefoko) « %% & B ¥ 17 K
( Salmonella  Tshiongwe ) . S. Enteritidis.  S.

Braenderup ‘K 3G ¥0 ] [K B (Salmonella Meleagridis) -
S. Bousso 1 S. Corvallis.

Serotype Strain number

Entenndis CMCC 50035

Enteritidis SZ 286, NN 696, XM 782, XM 797
Enteritidis BH 638

Enteritidis FZ 003

Tshiongwe SY 595

Tshiongwe SY 590-1

Typhimurium SZ.272

Typhimurium HK 522

Glostrup FZ 001-1

Meleagridis NN 002, NN 004 -1, NN 672-2
Typhimurium — ATCC 14028

Typhimurium BH 631. NN 681. XM 766
Uganda HK 532-2

Stanley SZ 255

Postsdam BH 002-2

Stanley BH 601-1

Tshiongwe BH 002-1, BH 622-1
Typhimurium BH 003. BH 603. BH 622 -2, NN 632-1. NN 672-1. XM 786
Bousso BH601-2

Saintpaul BH 606

Tshiongwe FZ 001-2, FZ 002. FZ 722
Litchficld FZ 738

Braenderup SZ 288

Bragnderup BH 605

Enteritidis FZ 747

Heidelberg, SZ 261

Heidelberg §2297

Typhi CMCC 50098

Newport HK 506

Typhimurium BH 001. BH 623 -1

Kentucky BH 004 -2

Give SY 571-1

Agona XM 001

Okefoko FZ 702

Weltevreden XM 002, SY 572, NN 671-2
Lindenburg SY 571-2

Derby SZ 253, NN 005

Derby ST 401, HK 521, SY 552-2. BH 602, NN 652-2, FZ 701, XM 004, XM 752
Senftenberg NN 004-2

Senftenberg FZ 736-2

Albany NN 003-2, NN 671 -1, FZ 736-1, XM 003
Derby HK 509

Derby HK 532-1

Derby SY 336, BH 624

Okefoko BH 640

Liverpool BH 623-2

Bousso BH 632-1

Ness -ziona XM 755-1

Bareilly XM 755-2, XM 780
Braenderup NN 657

Pomona SY 590-2

Corvallis BH 632-2, BH 647
Meleagridis NN 678, NN 679

London SY 560, NN 667

London HK 501, HK 502, §Y 551, SY 552-1, §Y 587
Corvallis NN 003-1, BH 004 -1, BH 636

1. 96 #ib TR E ERICPCR 5 QU R R LS
Figure 1. Dendrogram of ERIC-PCR patterns of 96 Salmonella strains. The numbers behind the ERIC-PCR profiles are the numbers of

Salmonella isolates that have the same ERICPCR pattern of each serotype.
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YT IR B A A R B0 B T R
YOI G G A A, DR B 3L TR
itz —. WEROUHEZER) I~ HEET
Z A AR VP T IR B A 0GB X LR
TS R E IR RN VD T R BB R
PR, 2 N RSN R VD )RR A0 £ > 52 51k 40
VA, T 5 R Y o R OR T E
VRN SE BN T DU A 8 AT 7 2 R AT
T IR 23 B M I R 43 B PR 2 AT I 2 B
ERICPCR 73 . £5 R ok, 400 63 fr b Ff fiy v
Kt 75 6y BHAPERE & BB 18.8% o 7E Ky I
17 A, R R R R K v
3 B AT ISP A, Hh e A v » 2 B R S B AIC, & T A
B AKE Y e ] WA SR YT IR G
£ [ P A A O A AT AR Y R A
8 ANty b, )P R AL R T A AR N S BTV
IR TR o = T
Bl A B = 70 170 A A % K8l TS SOk 2
P> R T I Sk b B AT XURS: P AG R 2 6 0 1) G RR
fEHIE 8 WAE . TR A IS 5 PV R E &=
VEA DD PR B Oy S M s e AR VD T IR
WG e ft . MPN 1 %45 1R I, 97.3% (73/75)
BHAERE 75 B R B0 T 10 MPN/ g, RIE 2 S Bk
I PGB O T R R R R
SCRFUP TG I A B0, m g2 5 B0v B R
R RS> DR A 5 RS F A

FE A BRyu BN, WO i A2 S
Enteritidis, H: Y% 4 S. Typhimurium, % 5| £F K& i& [F 5K
L, A5 £ ¥ 17 KK B (nontyphoidal  Salmonellae,
NTS) /&4« =3 i1 S. Typhimurium £ S. Enteritidis
PRI LS R 1 T A R 4 M X L4 K
HIVP 1T I & 4 LS. Enteritidis< S. Derby A1 S.
Typhimurium %]3‘5[20_22] o AWFR¥ 93 BRIV T IR H
OF B RRIEAT G 23 AL, o3 Jg 9 AN HES29 F i Y, B
LS MLGE RE A B RE, AR A S, Derby Al S.
Typhimurium. [ g LA Ah, 32 %) I 3 24 58 4 S.
Tshiongwe~S. Enteritidis f1 S. London, [A] I 43 25 3
T S Corvallis, S.
Albany, S. Liverpool,S. Bousso 1 S. Pomona 7 F} [&

Ness—=ziona, S. Glostrup, S.

PRI 20 L AR 0 1T B T I3 Y o X AT R 4R B A ER
A B Ui O & R T T R R AR 1 R
AR IR BT AR 51 2 1) 1 kA 5 A G .

1 G2 1) 43 84 7 030k LAIX 43 A I I 37 2R 0 1) B
)22 5, Lim 2 Y %t 57 Bk A 5 f 3 2 00 17 B B
#E4T ERICPCR 51k 4r 1Y, 45 )L . 7 ERICPCR fig
X 4 vb 1] B I3 % . Rasschaert 2 PY %t 80
PRAS[7) ifi 3% AT 5 Bk A 5 1 375 A B0 v 1) G 7 20 AL,
RILN H ERICPCR % /b B0p Ak 1) 73 B4 if B 1R &
[ 73 3 28, AR 2 S0 T T K St 1R R 1) 43 L SR PR 7Y
L5137 Y 43 B 45 R LR AN 58 4 o A SR A ERIC—
PCR 5t 96 #R b 1T B (FLrp 93 k2 B AR A 3 Bk b
HERE) HEAT 20 B I AHAL R H0K 0. 75 BF W] 43 24y 15
A5, 56 B R AL ), & W] ERICPCR 43 24 1)
Gy R T i AT RE— 20 X A3 [ — IV AL D ] G
I FL I DR R ) 5 it v R AT — s AR DG o SR DR
S0 AH [) 0) 1t ¥ 2R AR ()5 i i 2R AH [R) 2 DR 2R O AT e AN
[l o o3 B AR IR D R 280 52 0 22 R 0, DL JR IR ] g 5 v
I B AR S BRI [ AT K.

AW 5% B [ w7 b X B v T TG R 1 v G
LT TR RGP A, IR0 1T IR 7 25 0
AT T 0 BB W28 T MV 1] QB v G K7 2 4y
AR, 2 T W I K ERICPCR R4 B i . M
AN Te 375 20 70 17T BB 1 i 24 L3 R0 5 ) B 5 F
e N TR E A

2 2% WK
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Prevalence and characterization of Salmonella spp. from
foods in South China

Ling Chen"?, Jumei Zhang'~ , Xiaojuan Yang', Qingping Wu', Mingfang Xu’
'Guangdong Institute of Microbiology, State Key Laboratory of Applied Microbiology, South China (The Ministry Province
Joint Development) , Guangdong Provincial Key Laboratory of Microbial Culture Collection and Application, Guangdong
Open Laboratory of Applied Microbiology, Guangzhou 510070, China

* School of Life Science and Technology, Jinan University, Guangzhou 510632, China

Abstract: [Objective] In this study, we studied systematically the prevalence of Salmonella in foods from various parts of
South China. Isolated strains were characterized by serotyping and enterobacterial repetitive intergenic consensus
polymerase chain reaction (ERIC-PCR) , to provide data support for effectively tracing the source of Salmonella and
controlling food contamination. [Methods] In total 400 unique food samples were collected from retail markets in South
China, including meat product (74) , frozen product (56) , seafood (80), mushroom (54), ready-to-eat food (80) ,
vegetables (32) , dairy (24). Food samples were examined by qualitative method according to national food safety
standard (GB4789.4-2010) and most probable number (MPN) method. The predominant serotype of Salmonella was
figured out when all isolated strains were characterized by serotyping using slide agglutination method. We also applied
ERIC-PCR for genetic diversity analysis of Salmonella isolates. [Results] Of the total 400 food samples, 75 (18.8% )
tested positive for Salmonella. The results showed that MPN value of 97.3% (73/75) positive samples below 10 MPN/g.
Ninety-three Salmonella isolates were belonged to 9 groups and 29 different serovars. Salmonella Derby and Salmonella
Typhimurium were the two predominant serovars. The isolated strains were further discriminated by ERICPCR. The
results revealed 96 strains including 93 isolates, Salmonella Enteritidis CMCC 50335, Salmonella Typhi CMCC 50098 and
S. Typhimurium ATCC 14028 were divided into 15 clustering groups and generated 56 genotypes according to the
similarity coefficient of 0. 75, which suggested various genotypes of Salmonella. [Conclusion] The overall prevalence of
Salmonella was high, however lower contamination level in foods from cities of South China. S. derby and S. typhimurium
were found to be predominant serovars. ERICPCR fingerprints database of Salmonella from food samples in South China
were preliminarily established. Salmonella present in foods were phenotypically and genotypically diverse.
Keywords: Salmonella spp., prevalence, serotype, enterobacterial repetitive intergenic consensus polymerase chain
reaction (ERIC-PCR)
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