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F1. HBEEK P51 MEEELISE

Table 1. Physiological and biochemical characteristics of isolated strain F54

Characteristic F54 Characteristic F54
Ala-Phe-Pro-arylamidase + Saccharose /sucrose +
Adonitol - D-tagatose -
L-pyrrolydonyl-arylamidase - D-rehalose +

L-arabitol -
D—cellobiose -
Beta—galactosidase +

H, S production -

Malonate

Citrate (sodium) -

5keto-D-gluconate -

L-actate alkalinisatio -

beta-n-acetyl-glucosaminidase + Alpha-glucosidase +
Glutamyl Arylamidase pNA - Succinate alkalinisation +
D—glucose + betan-acetyl-galactosaminidase -
Gamma-glutamyl-ransferase - Alpha-galactosidase +
Fermentation/glucose - Phosphatase -
Beta—glucosidase + Glycine arylamidase -
D-maltose + Ornithine decarboxylase -
D-mannitol + Lysine decarboxylase -
D-mannose + Decarboxylase base -
Beta—xylosidase - L-histidine assimilation -
Beta-alanine arylamidase pNA - Courmarate -
L—proline arylamidase + Beta—glucoronidase -
Lipase - 0/129resistance (comp. vibrio. ) -
Palatinose - Glu-Gly-Arg-arylamidase +
Tyrosine Arylamidase + L-malate assimilation -
Urease - Ellman +
D-sorbitol + Lactate assimilation =
+ :positive; — :negative.
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Figure 1. Neighbour—oining tree showing the phylogenetic relationships based on 16S rRNA gene sequences of isolated strain F5-. The number at

each branch points is the percentage supported by bootstrap. Bar, 1% sequence divergence.

F2. BYPHBER

Table 2. Results of drug-sensitivity tests

Drug MIC /(pg/mL) Interpretation
Ampicillin =32 R
Ampicillin/Sulbactam 16 1
Piperacillin/Tazobactam 32 1
Cefazolin 16 1
Cefotetan 16 S
Ceftazidime <1 S
Ceftriaxone <1 S
Cefepime 4 S
Imipenem 2 S
Amikacin <2 S
Gentamicin <1 S
Tobramycin <1 S
Ciprofloxacin 1 S
Levofloxacin 1 S
Nitrofurantoin <16 S
Trimethoprim /Sulfamethoxazole 40 S

S: susceptible; I: intermediate; R: resistance.

3. FEKREZERINENEZEREAERAR
Table 3. Comparison of fatty acid composition
(relative proportion, % ) of V. metschnikovii isolated

from different resources

F54 KMM CIP
Fatty acid F54

(4-6°C) 33841 69. 14"
C12:0 41.4 41.9 1.8 3.5
Cl14:0 17.4 10. 8 4 5
Cl16:0 7.0 7.3 24.8 24
C16:1(n39) 34.2 40.0 33 34.7
C18:1(n7) 0 0 28.6 26.5

F54 :V. metschnikovii isolated from Homarus americanus, grown on TSA
plates at 28°C for 24h; F54 (4 - 6°C) : V. metschnikovii isolated from
Homarus americanus, grown on TSA plates at 4 - 6°C for 48h; KMM
3384 %) - V. metschnikovii isolated from a drinking water reservoir, grown
on TSA plates at 28°C for 24h; CIP 69. 14" B V. metschnikovii obtained
from the collection of bacterial strains of the Pasteur Institute, grown on

TSA plates at 28°C for 24 h.
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HZ KUK E (V. metschnikovii) , X Fr 3% 45 Jé #F Kk
OIEE » 3 40 A K IR K B A K SR T
g, Bk N 205 TR e B W . e L DK
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111 3 [ R 23 85 1 9K A 22 G OIR  32% 1  B  e
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RO IS I 8 330t 7 R R (K B A AR R
%", Broadbent % %I | M2 JL Bk i HE 4T T % K 7
(10°C , 2h) Ak F, J B 440 0 I pc 43 iz 74 A% A4, AR A
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O AR 3R (5°C . 4h) b B 4 R F 3= 35 g i 198 11 A%
AR » A1 % 0 40 R I o A o 7 I O 1 1 4 e 18 s 3%
WEY 5 SS9 50 % R £ O 0 T A 10 B B 0 T 41
W AR T RN Y o M SRR [ A
PR VR AR R H G 1 R L R AE E 22 R T . AR S
HE 13 [ R AF 43 39 06 4 GO 7E 28°C B 9, AR Al

FIs I K e K 240 K 34% 4L R B R i 1
S 5T 4% % 0T R P K K P T 4 B i 2 G
1 KMM3384 ™ skt T 0307 148 9F 50 9 1) 22 0 9 1
FEAET R CIP 69. 14 11 116 1 R 401 B 22 5 4 K, 5 W)
S FC I 10 16 7 1R 4L P 5 M 8 % R
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Identification of Vibrio metschnikovii from Homarus
americanus and its changes in membrane fatty acid
composition in response to low temperature
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266002, China
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China

* College of Petrochemical Technology, Lanzhou University of Technology, Lanzhou 730050, China

Abstract: [Objective] Bacterial strain F5- isolated from the Homarus americanus was characterized and its changes in
membrane fatty acid composition in response to low temperature were also studied. [Methods] The physiological and
biochemical characteristics were carried out by using VITEK 2 compact automated microbiology system. The 16S rRNA
gene was sequenced and subjected to phylogenetic analysis. Fatty acids were detected by gas chromatography-mass
spectrometry (GC-MS) . [Results] Strain F5- was Gram-negative and susceptible to the vibriostatic agent 0/129. Strain
F5- was resistant to Penicillin. The isolated strain exhibited the highest levels of 99% probability to Vibrio metschnikovii
based on the conventional physiological test. The sequence analysis of 16S rRNA gene of F5- isolation and comparison
with that of other related vibrios showed that F5- was very close to V. metschnikovii (GenBank No. HQ658055). The
similarity was 99% . The major fatty acids were C12:0, C14:0, C16:0 and C16:1 (n). Palmitoleic acid was the
dominant unsaturated fatty acids. The major change in fatty acid composition occurred in response to low temperature, with
an increase in palmitoleic acid from 34% to 40% . [Conclusion] Bacterial strain F5- isolated from Homarus americanus
was identified as V. metschnikovii and was sensitive to multiple drugs. The fatty acid composition of F5-4 was different
from V. metschnikovii isolated from a drinking water reservoir near Vladivostok City in the Russia Far East. Results of this
study indicated that environmental conditions allowed modulation of the fatty acid composition of V. metschnikovii.

Keywords: Vibrio metschnikovii, identification, fatty acid, Gas Chromatography-Mass Spectrometry
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