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11551 90. 03%  H4 F4 K 16S rRNA 41 [FYEYE 734 » 45 G TR A2 BAE AR 1, W18 6 58 Bk B4 4 it
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J5 T 2 R R IL S 82.91% o Mg®* [ F4 (1) BRARIG Ik, PR AR R B w5 7. 68% , M Cu’* Al 1041 1L A gt 5
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( Pleurotus ostreatus ) « & & K ( Armillariella
tabescens) « ¥ i J& ( Trametes versicolor) - X M &
(Aspergillus oryzae ) UL J ~F ( Phanerochaete
sordida) %% o H B R B AR I ) K LR 58
45 DR 52 M 52 B . H o

B BEAR AFB, I HIE A 2, CHRIE FE AR AFB,
(Vo4 B 2 A7 28 bR IR W R IS ((Nocardia
DSM12676~ 4y K& FF
(Mycobacterium spp. ) ~ F1 41 # 21 Bk 1% ( Rhodococcus
erythropolis) 2170 ) Je WG S A B T RS AT
RTEREA 20 ERARAT B ARG 5L 25 B AT B 1) — S8
s =20

AW K A I BT RE v R
AFB IR BERR 0 T AR (1 70 15 0 365 5 J7 7% A1 Ak B A
TR E AT TS WA E T R
FURIE 0T, JT 2% 62 T 5 4 M B AFB, IR 3R

corynebaterioides )

1 MREAT

L1 FEMHFSHEH

Agilent 1200 = 24 AH {4, 3% 4% (Agilent) , 3K18
A Sigma 1734 R 2500 HL (Sigma) , PBH0 K5 %5 pH
11 (Sartorius) , 794 U 1 FE 28 ( AR LAY 2
H)) o AFB, FrHE (Fermentek A w)) , 7 5. 2% (i $i7
TRAAT R A D  Milli-Q B AlK, I EE. L) (B
ali, R K KA 2238 7)) , PVDF JE i (0.45 wm) ,
TaKaRa Agarose Gel DNA Purification iR 7] #1 ( K i%
FAEY) TARATIR A ) » 407 DNAout W76
1.2 HAREFEFFE

FELRAR RO 2R T 3h W) 2648 R &
i~ 7 BRI G 1 S KRR R RS .

T35 IR 3 A E IR W (pHT. 0) o 457 15 77 4k
4 Hormisch o B #5575 (¢/L) ™+ KH,PO,0. 25,
MgSO, * 7H, O 0.25, KNO,0.5, (NH,), S0,0.5,
CaCl,*2H,0 0. 005, FeCl,*6H,0 0. 003, Fiflg 18, &
52 1.0,pH7.0;121°C & & K 20 min J5 N7
HE. KRR (g/L) 4 WE 3, ®AM 10,
NaCl 8.5, KH, PO, , % % §i 1, pH6. 5;121°C & J& K
% 20 min.
1.3 FE#R AFB, M5B Sk
1.3.1  #00%  FREUHE i 10 g, BEE )5 B 12564790 mL
Jow A B ER K K 250 mL = A i b, VR A A R

0.25 mL FJHH#EM T 5 mL Fpy-Rr 32 Frpr, 37°C 5
7% 24 h J5, SR 5K B Bl T ) 0 5 R L, 37°C
iR 1, MR IGAE K Ol 25 AR VE B, HURE &I
ST 00 R IR PR B, 37°C B g%, AR K S B
W AEWITRRE TR ARAR 3 Ik, DRAFE LA 38 R ik
PE A R R R AREE — 2P i 3
1.3.2 S0 WY i ik 20 80 T 5 mL Fh 1 5%
FHE,37°C 150 r/min ¥5 35 17 95 24 h, B 15 LA
5% P ¥R R 2T 100 mL kg R R A, 37°C
150 r/min 4% % 15 3% 48 h, BL 975 wL WA K i 5
25 pl AFB, F5#E 5 (100 weg/ml) BT K E K 1.5 mL
B A LR R AR 2.5 ng/mL, UG 1)
RERT IR IE N AFB, A g 2% 11 6 1, 37°C 1150 r/min
THEAL ARG TR 72 h, 3 RPAT . RN EE R » B
ZBRBEAAR, HUIL F i A o
1.4 AFB, &y HPLC &0 75 3%

%% Teniola 25" $53H (1 5 vk HE 9 45 RS
RN VAR R R A R AR I 3 vk, B s
AR, Eil N R R R, H 0.5 mL Jish Al
WARTR A CGRAE 1 £5) , JEME L I8, RS HEFE. (8
AT

{6 3% £ CAPCELL PAK UGI20 RP-CI8 #%
(250 x4. 6 mm,5 pm) , YEFEE 20 pL, GESHAH A K
NG g =6:3:1(V/V/V), Fii 30°C, 3
1 mL/min, #3#K 362 nm

AFB, (1) B3 LU N A5

b = (1 - FE S AFB TR/ 2% R e
AFB, 1 HIFR) x 100%
L5 HEHBIEE
1.5.1 REWFMESEBELET HESEMAXS
%il—‘ﬁﬁm_m s
1.5.2 4 16S rRNA EF F 5 E & EiR S
7 A8 FH 40 TR DNAout 371 6 32 B L K 41 DNA. DL
21 ¥y % 8f: 5-AGAGTTTGATCCTAGGCTCAG-3~ Fil
1492 1:5"-GGTTACCTTGTTACGACTT3 " 45 - P 4 48
16S rRNA. PCR ¥ 14F2/%:94°C 5 min;94°C 1 min,
50°C 1 min,72°C 1 min,30 MG ;72°C 10 min. %
F 0. 8% ¥ B AR HH e IS FL VK AS 75 PCR 724« K AR
FE LA 5% PCR =4, k4 5 4B W) T2 CRi%)
A B2 JBEAT I . WP 45 R AE NCBI Al H Blast
LEXF, A GenBank %4f 7 rh 3115 5 P& bk 16S rRNA
[ () A R HE 7 51 B8 » A F 8K+ Clustal X1. 83
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PSR IR A MEGA4. 0% V8517 SUAH LU OF £
NeighbourJoining (NJ) R 4t K & 70 Mo B 4%t H
Clustal X #4722 P41 ULAL , #% Kimura 2-parameter 11
AL 2, B e M NI RS R G W B o)k
Fe 2 4 H Bootstrap 4347, T4 1000 X »
1.6 F4 EHMESEEYREEBHNIMENE

W E A0 TR B AR S P o R o Tk 4
(1) F4 B, 4% 1.3.2 7 495, (2)
MR M K T4 TR 0 19 2 B4 i, A PBS
(pH7.0) ¥E ¥ 2 &, R J5 &= & T 5 & 1) PBS
(pH7.0) o (3) FisWo (4) 40 o S i F bk B 41 o
W 40 i 2 BT 100°C /K& 10 mins

IR 4 41 BN AFB, BRAE S, i AFB, £
WPEN 2.5 wg/mL, LL PBS (pH7. 0) il AFB, 5 k%%
FIXJ B ,37°C, 150 r/min BEALIR 15 5%, 70 BI4E 4 h
12 h.24 h.48 h.72 h #1196 h HUFERY I AFB, ¥k, 3
UCPAT o SO S5 A » 1A 40 i i B0 2 B B E
T HPLC W58 5 2% ¥ o
1.7 KE4HAEEY AFB, 5t Bt 2 BUR 36

RPN AFB, (1) i 254 A 2 Pl Ol Wt 5%
Beefift o R HE B TR (90 W B S R O I A g v
TR Ao (1) B AFB, 1 H S 4 i 4 80T
1.0 mL PBS (pH7.0) ,37°C {4 10 min, B0, &
AR 3 Y, B HPLC 20 M e B b i) AFB, . (2)
SR ZMEHE M 1.0 mL 50 HF AR 3
Uobdk ZE@ PR E Sl P AARZERT, H
0.5 mLy B AH il 7k W) R 45 1 i) 5 1 i Ak 21,
HPLC KA HL R () AFB, T BE R . 2
HpE %f AFB, ) A< B[] i %2, BL AFB, ¥ JE 4
2.5 pg/mLff] PBS {E K55 (I
1.8 £20m F4 {ABERERRIE R E =
L.8.1 ZABEIKEBISZNE : il £ AN R FEY F4 41 .,
2% 732 L 1.6, (7] B T8 G A R AR T B (R R 5%
HB IR o AF 5 2 R N AR & ) 4 a1 Rk
%A 1 x 10° CFU/mL. 5 x 10° CFU/mL. 1 x
10° CFU/mL.5 x 10° CFU/mL #1 1 x 10" CFU/mL,
ER 72 h, e 44 5 1.6 A [A. LL PBS (pH7.0)
INEE 2 A A B DL K6 SO A4 2R b A ik
Fi¥) 1 x10° CFU/mL.
1.8.2 pH BRI MM & FAF 4 pH (5.5.6.0.
6.5.7.0.7.5 F18.0) (] PBS #8240 g il 1T AFB, [%
k5. LL%-E pH [ PBS hnag & 4F 048 FAxt I o

1.8.3 E[E B2 M 8 £ A 8] B U B2 20 ) A
20°C .25C . 28C .30C.32C.35°C.37°C F1 40°C.
LL PBS (pH7. 0) fEE 38 45 A 2% A

.84 £ REB=F.EDTA K L-¥ Bt 58 (L-
cysteine, L-Cys) B9 %200 : 7 5 N A& R i 42 8 29
T Zn’T L Ca’t . Mg* . Mn*t L Fe’ . Cutt (4 W LA
ZnS0, « CaCl,~ MgSO,+ MnSO,. FeSO,. CuSO, ] J&
) VEDTA L J L-Cys, i 29 £ 44 24 10 mmol /L, Jf
DAAN I 3490 5 %) 240 JH0 & A Dy — A0 TR ARk
ITMAR S0 . LL PBS (pHT. 0) JneE 2 15 2% (14

L9 HiESR

K SPSS18. 0 ZEiH FRAFBEAT S0 #0125 2R
Bl I + brvE 2 (v £5) RoR, ANRIYLZ 8] 2
SR one-way ANOVA J7vE#E4T LS, P <0. 05
FoRE B AAG 7R

2 SR

2.1 BEHRBIVITH
VITHRAT 10 BRAT BRMEE PER A0 (K 1) 5 X sk
WRARAE LAY 528 0 M e U (0 15 R P A K R
b 7 BRE 0 B T Eh W ST, 2 BRI A L
PR I3 T R bt JE R AR AFB, 35 PR WL 1
#1 HBBATEFMIIER AFB, B ER

Table 1 ~ AFB, -degrading isolates from various samples

Coumarin as sole ~ AFB; Degrad—
Isolate Source

carbon source ation (%) +SD

24 Fermentation food grow 49. 68 +3.00"
40 Soil grow 39.50 £0.79*
J Soil grow 69.28 +2.88¢
F4y  Budorcas taxicolor feces grow well 73.54 2. 871
F4 Budorcas taxicolor feces grow well 90. 03 +4. 88'
F5w  Mongolian horse feces — grow 70.10 +1.77¢
F6 Mongolian onager feces grow 68. 10 +2. 96
F7 Rex rabbit feces grow well 84.56 +6. 66°
8 Boer goat feces grow 71.56 +3.30¢
F11  Fish gut grow 60.50 +1.77°¢

The values are means of three replicates and their standard deviations.
Means with different letters are significantly different according

toDuncan’s Multiple Range Test (P <0.05) .

2.2 Eff
10 BRI HAT RLAF 10 AFB, B30 P, T rp k4
YT B2 figf 1E 7 di it » A AT 21 90. 03% 5 F7 R FEAE fiE
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Bk (1) . bk b P4 47— 5 10
5
2.3 BREMEROLSE

F4 BT JR 5000 5 F2 25 1o 40 6 10 B 1
s BT F RN . A 4
FLFFIR 2625 FE I . B 30 A P (b L 3 2.

K2 BEHFMEBEUHLETEER

Table 2 Physiological and biochemical characteristics

of isolate F4

¥ F4 1¥) 16S rRNA J7 %1 (1500 bp) 7£ NCBI ffi
H Blast Lt , M\ GenBank 35 72 v 345 4H o2 )3 41 3
ITRGKE T M ATE, F4 L5 IR 5
i) 16S tRNA (Accession No. JN712254) [a) 5 ¥ 1% %)
99% o &G IR R T AR AL LS AE BEAE AR AL
A LA i 58 K4 Ok it B A BB 1R ( Pseudomonas
stutzeri) » fE GenBank ™ ffJ Accession NO. %
JQ740564 .
2.4 F4 EFYX AFB, BIREREIER

[tem Result  Item Result XTJ‘ F4 i%?% i’& N éEH B@ > i% ?':F ‘H& J: i% u & %’R‘ % i}
Maltoseutilization + Nitrate reduction + pant E@ l}%ﬁg AFB1 E(J ﬁ%jj Sols ’/TT T Ik iﬁ s JI_LI‘ IZE] 2. éinr % Zi
Db lion oo Nl DR AT 2 5 16 W A 1 35 51190. 03%
Glucoseutilization + Growth on 5% NaCl - éEH H@‘Xﬂl AFB| & /ﬁ % —l%— &5[ E,:J B%ﬁ@ \Jﬁ ﬁ ’ 'ﬁf H% 48 h IK%
a-Galactose utilization — + Growth on 7% NaCl - fRFIET] 64.64% ,72 h L F| 82. 84% , P30 6t M IR}
ooolmettion ) IR 5 900 10 KT e T 3 9 AR O A 40
Starch hydrolysis + Growth at 4°C - 10% . 100°C %%-l\‘ S OB E ?ﬁ ‘ﬁ % ZIK ﬁ%’ 5'% o A IJ_II_J » F4 i\b
Tween 80hydrolysis + Growth at 41°C BIEMY R E B TR, A B3l w. 6
S e e YRR A %5 AFB, ) WA 1 72 h ik 55
) :I—) ectiv‘:rll;l. represents the positive and negative response, %7]( qz .
0.002 99 Pseudomonas stutzeri HMGM-7 (IN378750)
62 Pseudomonas sp. Zp2 (DQ659594)

Pseudomonas stutzeri NCG1 (IN712254)
96 \— Strain F4 (JQ740564)

Pseudomonas stutzeri M15-10-3 (HMO030751)

Pseudomonas stutzeri (AF152596)

Pseudomonas stutzeri NB11_4A (JN644582)

Pseudomonas stutzeri PT4G-15 (EU603456)

1
Fig. |

Pseudomonas otitidis MCC10330 (NR043289)

Btk F4 RAEXFEE 16S rRNA EEFHIMERF LB

Phylogenetic tree of strain F4 based on 16S rRNA gene sequences. Numbers in parentheses represent the sequences” accession number in

GenBank. The number at each branch points is the percentage supported by bootstrap (1000 re-samplings) . Bar: 0. 2% sequence divergence.

2.5 NMNABERIEHEEIRIER

W5 AFB, SN 5 1K) F4 20 J kAT e i 146 PBS
VLM 3 UG BURE A HPLC Zp #7, 25 oK A6 il 5]
AFB, ; FI S BEh S 40 B gt A7 25 B a0 1% AFB,
(AR 4 80. 60% » HPLC A5, 41 iy A% HL i v
AFB, 4 3. 17% , it B 41K 80. 60% (35 3) «

W2 A 2 ) 2B s Bt LR B Y 3 R
o 41 BN B 7 3R SR TS AN AT R AT S e ) XA
G55 R AT 5 B B DR I B N AT LS 7 R e A B
R IR ASEZIG T, AR HK F4 40 gk 2k T

BENE PR, CLULH FA () 0B E AN R B &5 & e T XS
SN R IR FA S5 40 M0 28 I R K el — S B AR
B JLP A IAS 2] AFB, , J3E—PEsE T F4 AR
BEAE AN 2P 545
2.6 F0n F4 dHARpEARE MR E R

WIS LA RIS nT YA e F4 RAREE % AFB, i
PE) 0T = BEAFAE T 40, vl R e 9 B I PE - T
M P 4 A 8 P 5 T A B2 < pHL IR JEE L R I8 7] AR 410
A2 DIAH DG, R T 32 B L T AT % %2 .
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100
90 4 —e— culture s
—v— supernatant 'y
- 80 —a— cell r
% —A— heat-treated cell
§ 704
;§ 60 1
& 501
L]
> 404
m
=
< 304
20
101 ¥
04 ; . . : ; 3
0 12 24 36 48 60 72 84 96
t/h

2 Etk FEFRR LIER R AR AFB, RIRERRIER
Fig. 2 Detoxification of strain F4 culture, supernatant, cell and heat

treated cell.

2.6.1 {HAKEREMmM: WK 3 1 F i, F4 Xt
AFB, AR 22 55 90 PRI BE 5 IEAH DG 2 4 oAk JiE
J3 1 x10° CFU/mL I, (A2 2 AT 46. 25% ; 40 vk
JE 751 x10° CFU/mL I}, AR R T 45 82. 84% ; 441
WA 5 A 1 x 10" CFU /mL I, [ A% 28 1532 96. 32% .
X T R A DAL Ok 4 B Ak 2 184 DR I 5 56 i il ) Ak AR AT
N (RIS T JEE A AFB, (1) 4 AiAt %8 R AH N 32 5 o
2.6.2 pH X} F4 P& AFB, B9 520 : K 4 v &
tH pH X F4 BRI 25 2 /KA 4 W& 152 .
pH 254 7.0 I, FEAR2E M 81.92% ;pH 4 5.5 I, &
FIN MR TS 61.22% - 4 pH L T1 I PR iR %
IR B

#3 REAAERY AFB, 5T 2EBUR

Table 3  Effect of washing and extraction on release of AFB, remaining in F4 cell

Wash with PBS

Extract with dichloromethane

Treatment —
Firsttime

Secondtime

Third time F4 cell Control

AFB, released (%) +SD 0 0

0 3.17 £0.22 80.60 +3.08

The values are means of three replicates and their standard deviations. The control represents the capacity for extracting AFB; with dichloromethane.

100 -
90 e
80
70 4
60 ~ T
504
40 ~
304

—

AFB, detoxification /%

20 4

0 T T T T T
0.1 0.5 1.0 5.0 10.0
Cell cone/(10° CFU/mL)

B3 BEXREX F4 4HEERE AFB, RS 0E

Fig. 3 Effect of strain F4 cell concentration on AFB, degradation.

2.6.3 R[EX F4 (&2 AFB, &Y 8200 : /5 X F4
LRz N e R N S I = A B A e
35°C I AR 2 5 s R 82.91% o 3L BE TF iy B %
IK# 2 KK 2 M AFB, ¥ B fif, L FE 4 20°C 1, B
fit %y 60.55% ; 40°C I, F& ik 2l 68.22%
(K5) .

2.6.4 £EETF.EDTA LK L-Cys % F4 [&f&
AFB RIS M0 : 428 & 1 %F B ARG ME AT — 52 5% Wi o
Mg * %of AFB, AR AT W44 FH , B AR 289 0 7. 68%

100+
95 4
90 |
85 +
80 +
75 4
701
654
60 4
554
501

45 T T T T T 1
5.0 5.5 6.0 6.5 7.0 7.5 8.0
pH

El 4 pH X} F4 ZHAEFERE AFB, BYS200
Fig. 4 Effects of pH on AFB, degradation with strain ¥4 cell.

Cu® " 0 B AT 1 AR R PR 51, 1% o T L fth 4
J& 85 EDTA DL}, L-Cys % F4 [%fi#ft AFB, %4 %
sEm (6 .

Xl pH RIURGR EIRRE R — F4 4 B i
AFB, [ g — R SV o

3 itig

HAR B R R B BRE  (HAE BAR A F
BATICIRBIRL R B 7 IABEA 22 1 pH L 62k

AFB, detoxification/%
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100
95 +
90 +
85
80
75+
70+
65 +
60 ~
55
50
45

AFB, detoxification/%

2IO 2IS ZIS 3IO 3I2 3I5 3I7 4IO
T/°C
B S IREX F4 HAEfERE AFB, B9200
Fig. 5 Effects of temperature on AFB, degradation with strain F4 cell.
100 -
90 - =
804 n

2 2
)
H
|_|
]

50 4

AFB, detoxification/%

Control Zn Ca Mg Mn Fe Cu EDTAL-Cys

Treatment

E6 ®€RET .EDTA LK L-Cys 3} F4 {faf%HE AFB,
oA

Fig. 6 Effects of metal ions, EDTA and L-Cys on AFB, degradation
with strain F4 cell.

S PRAL R 2R 1K 5 ) 55 31 1) AE P B — S E LN
R AR E Z, LT R BRI
Wy )50, PRI ) AN 25 A AR 2R PR 58 v 43 15 A ) Gl
W), CIERENS AR FL P R R IR . XA IR
(i 7 G B 7/ T I S 3 R A o
Petchkongkaew 4% Lol N 2% [ 4% 45 K 1 76 AL Thua—
nao "' 73 B9 £ fg 2 B AFB, ) ZF ML AT o Teniola
SN N TR IS T e ) R 4 B4 B4 R 43k
W (Rhodococcus erythropolis) ,» H. 45 [% ik AFB, [ fit
Sro b NS W ST o) 8 Mg A 2 A
B WUl 1% (Stenotrophomonas maltophilia) » 3 7% ¥ M
X 75 3R [ B AR A ) 82. 5% o

— MR 73 1 e AR 2R T R A A A N

B (1) 22 AN 25 18 » MR I £ il v 05 6 A7
RS PERI B E e — MR 7 1) WFFER L
ST R G KW E 3 AFB, 5 ] W B
A% 57 3 R T i v T B A7 AE BT R AR AFB, 3
PERCA o (2) — L5 AL IE T K A ) AT B
PR SL TR RE R RE ) BESI I AN PR L 11 2 R AE B
B P R, D 6T 2 B8 N Eh W i 3 R ) e
Befig AFB, [ bk (3) T3k BAT 5 Rk
TR V5 B 0 Tl A AR PR R I T AT 1
A B VER R I AR 4 E I TR IS O T iR AR

AFB, & KIS A 22 AW IO AT A FEAS 45
HE A — AN KUK PR — NS A 2R AR (Fr 52%) (1
7)o BIENFEARTIEL, 5 H SRR K. B
FOE T A RE R M FE AR > R IR
PAAR 2 O e B ) th T LR AFB,
7% L3R R 0 ik > A6 AR 3 580 AFB, 1 B i«

12 14
o T (e o}
AL
1
O | OO | 2
9 B )\ g 3
8[ o I o \/_ OGCH;
5 13
7 6 TTTTmmTEmmmmmmmes
Coumarin AFB,

E7 HFEEMAFB M FEH
Fig. 7 Molecular structure of coumarin and AFB,.
LESE [ PRI s &5 N H FR A sl &5 7 2R AR
WE R BIR B FRIAT 73 85 St MR AL
IRk 24 AU, Ak AR B ASRE A S M —
TRISIHE AFB, BRAR B, IS RGP . 10 BRERAR
B 00 P 7 2 2 ) A e A v O B A AR )V 1P
Lee %% W50 4 W] AFB, 1) N BERGE KD 5 L9 ICRRIE
AP DDA DG, SL N BRER T 245 7= AR —Fh 9O
WA, v RK BRI B AR P o IX 3R FRATT Y
PRIA A 58 i S NN 1 i A 2 — AR W vl fe o i T
AFB, 1) F 5 3 ], 30 AFB, I A
TE DTS TR TR A I R 2 BT TR LR
F4 TAPRIEAAR AFB, [R5 A 503 27 7T 40 i
JEpH UK. Mg® W] 8 5k R4 41 i 1 % AR S S T
Cu®* JUHEIEE, 3875 P4 BRI Y R AT g2 —
TR A A7 IR 20 B A JIT, FARAE A0 () P ot 7
PE SRR A Rt 5T
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A=Ak %5 5 DL K 16S rRNA 3 51 L6 23 #7» #1240 %
€ N Pseudomonas stutzeri. F4 2283 3E VW) i & BiAF

FET AR AL, W] BE A2 — L P I -
R

LL AFB, 1454

SR NMEBRUTIEAT AFB, B R bR )0

i, Je— PP AT 2 A T vk
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common food carcinogen, aflatoxin B,. Food Chemical

Isolation and characterisation of an aflatoxin B, -degrading

bacterium
Chaobo Li, Wenming Li, Wenhua Yang, Haixing Li, Xiaohua Liu, Yusheng Cao

State Key Laboratory of Food Science and Technology, Sino-German Joint Research Institute, Nanchang University,
Nanchang 330047, China

Abstract: [Objective] Aflatoxins are toxic and carcinogenic fungal metabolites. The aim of this research was to isolate
aflatoxin B, (AFB,) -degrading bacteria. [Methods] Samples from various sources were screened by using coumarin as
the sole carbon source. The strains that could grow in the medium with coumarin carbon source were detected for their
degradation of AFB, ability by addition of AFB, (2.5 wg/mL) to the cultured broth. Among the positive strains, F4 strain
with the highest activities was identified according to its morphological, physiological and biochemical properties together
with phylogenetic analysis of its 16S rRNA sequence. The effects of degradation conditions such as bacterial cell
concentration, pH, temperature, metal ions on the degrading AFB, were investigated. [Results] Ten isolates showed good
AFB, reduction activity and they could grow well on coumarin carbon source. Strain F4, obtained from Budorcas taxicolor
feces could reduce AFB, by 90.03% after incubation in the liquid medium at 37°C for 72 h. F4 was preliminary identified
to be Pseudomonas stutzeri with morphology, physiological and biochemical properties and 16S rRNA gene sequence. The
active degrading component existed in the cell of F4, and the degrading activity was interrelated with cell concentration,
temperature, pH and metal ions. [Conclusion] An AFB,-degrading strain F4 was isolated from animal feces and
identified as Pseudomonas stutzeri. The activive component of AFB, degradation was mainly in the cell of F4.

Keywords: Aflatoxin B,, Biodegradation, Pseudomonas stutzeri, Characteristics
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