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Table 1  The source and distribution of isolates
Years Yangzhou Beijing Nanchang Yangling Haian Dongtai Xuzhou Total
(M) (e (HB) (%) (™) (RH) (TR
1962 - 1970 21 0 0 0 0 0 0 21
1986 — 1986 8 0 0 0 0 0 8
1993 - 1998 0 8 8 23 11 19 69
2003 -2006 7 0 0 0 0 0 0 7
Total 28 8 8 8 23 11 19 105
2 u=m P2 A& A% 7 B, UL 22 080313 18 ipaJ JE DY A
b=
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Fig. 1 SDS-PAGE profile of IpaJ and Western-blot analysis. A: IpaJ expressed in BL21(DE3) ; 1. pET-30a( + )/BI21(DE3); 2. pET-30a( + )/
BI21 (DE3) induced by IPTG; 3. pET-30a( + )-ipaJ/BI21 (DE3); M. protein marker; 4-7. pET-30a( + )-ipaJ/B121 (DE3) induced by IPTG.

B: Reaction between IpaJ and Salmonella pullorum positive serum; M. protein marker; 1. pET30a( + )/BI21(DE3); 2. pET30a( + )-ipaJ/BI21

(DE3) (fusing protein) .
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Fig.2 Distribution of ipaJ gene in Salmonella pullorum isolates. M. DL2000 marker;1-15. Salmonella pullorum isolates 6201, 6508, 6701, 6802,
7001, B8601, S9317, S97365, S9809, S9868, S98156, 803021, S04021 and S06004 ;16. Salmonella pullorum reference strain C79-13.
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Cloning and identification of ipaJ gene in Salmonella
pullorum

Qiuchun Li, Yaohui Xu, Jinlin Huang, Xin’an Jiao"
(Jiangsu Key Laboratory of Zoonosis, Yangzhou University, Yangzhou 225009, China)

Abstract: [ Objective ] Cloning of ipaJ gene from Salmonella pullorum C79-13, and identification of expressed IpalJ
protein as an immunogen of the pathogen. [ Methods ] With suppression subtractive hybridization ( SSH) between
Salmonella pullorum strain C79-13 (tester) and Salmonella enteritidis strain 50041 (driver) , three subtracted fragments
PEA3, PE31 and PE44 showed high homology with ipaJ in plasmid pSFD10 of Salmonella choleraesuis C500. The three
subtracted sequences were spliced together into the whole sequence of ipaJ in Salmonella pullorum. Then the ipaJ gene
was amplified from Salmonella pullorum by polymerase chain reaction (PCR) and cloned into prokaryotic expressive vector
pET-30a( + ). Western-blot was used to identify it as an immunogen. The distribution of the gene was also detected in
Salmonella pullorum isolates. [ Results| The ipaJ gene cloned from Salmonella pullorum was 840 bp, and the expressed
fusion protein was 37 kDa. Specific reaction was found between Salmonella pullorum positive serum and expressed protein
by Western-blot assay, confirming its identification as an immunogen of Salmonella pullorum. The PCR results showed that
the gene exists in all Salmonella pullorum strains. [ Conclusion ] The ipaJ gene from Salmonella pullorum was first
reported and cloned, and the expressed IpaJ protein was confirmed as an immunogen of Salmonella pullorum.

Keywords: Salmonella pullorum; ipaJ; cloning; immunogen
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