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1 MYSPO03
Fig. 1  Electron microscopy of phage MYSPO3. A B:
MYSPO3 viral particles. C: Host cell of MYSPO3.
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Fig.2  Thermostability of phage MYSPO3 surviving fraction: P/
P, is plotted P, means the MYSPO3 initial titer and P

represents the mean titer from triplicate assays after incubation

for 60 min at different temperatures.
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Fig.3 pH sensitivity of phage MYSPO3 surviving fraction:
P/P, is plotted P, means the initial titer of MYSP0O3 and
P represents the mean titer from triplicate assays after

incubation for 1h at different pH.
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Fig.4 Restriction endonuclease digestion patterns of MYSPO3 DNA. 30°C ;
M1. A-Hind I digest DNA marker; 1. Purified MYSPO3 DNA; 11b 21e 0°C -10°C
. S digested with Eco. ;3. S digested
2. MYSPO3 DNA digest th EcoR 1 ; 3. MYSPO3 DNA digest 0°C — 5% 20°C. .

with Xba I ; 4. MYSPO3 DNA digested with Nco [ ; 5. MYSPO3 DNA
digested with Nde I ; M2. DL15000 digest DNA marker.
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Fig.5 SDS-PAGE analysis of MYSPO3 constituent proteins. Lane

1 purified MYSPO3 constituent proteins. Lane 2 protein marker.
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Isolation and characterization of a lytic bacteriophage
from Mingyong glacier melt water
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Abstract: Objective Glacier is a unique ecological system. This study focused on the isolation and characterization of a
cold-active bateriophage from Mingyong glacier area in northwest Yunnan. Methods Bacterial strains isolated from
glacial melt water were used as host cells to isolate and purify bacteriophages by doubledayer plate method. The
morphology of the isolated phages and their host strains were observed by electron microscope. Restriction fragment length
polymorphism (RFLP) analysis of genomic DNA constituent proteins and physiological analysis of the bacteriophages
were further carried out to characterize the phages. Results A lytic cold-active bacteriophage designated as MYSP03
was isolated from Mingyong glacier. Its host strain MYBO3 was identified as a member of genus Flavobacterium based on
the 16S rRNA sequence analysis. The bacteriophage MYSPO3 has a isometric head (about 72 nm in diameter) and a long
tail (about 240 nm in length and 10 nm in width) but no envelope was detected. Physiological analysis results showed
that MYSPO3 had infection activity at 4°C  and clear and transparent plaques were formed on double-ayer plates between
4 and 20°C. Tts optimum infection temperature was 10°C and optimal pH 9. 4 respectively. It is insensitive to chloroform.
Furthermore the genome of MYSPO3 consists of double-stranded DNA and is approximately 66 kb.
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