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Fig. 1 Influence of the different time using ultrasonic treatment on

CFU of actinomycete. The CFU are the averages of two times of test.
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Table 1 Influence of ultrasonic on actinomycete composition
Genus 0s 40 s 120 s

Actinomadura + + +

Actinoplanes +
Actinopolymorpha +

Agrococcus +
Agromyces +

Arthrobacter

Citricoccus
Dactylosporangium +
Friedmanniella

Kribbella

Lentzea

Microbacterium
Micromonospora +
Mycobacterium

Nocardia

Nocardioides

+ o+ o+ o+ o+ o+ o+ o+ o+ o+
+

Nonomuraea
Oerskovia +
Pseudonocardia +
Promicromonospora
Rhodococcus +
Saccharopolyspora
Sphaerisporangium

Streptomyces +

+ o+ o+ o+ o+ o+ o+

Streptosporangium
Total ; 9 genera 2

+

—_

genera 12 genera
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Table 2 An influence of ultrasonic on colony number

(' Sphaerisporangium ) .

of usual Streptomyces

Min of ultrasonic treatment

Name of species

0 1 2 3 5
Streptomyces albidoflavus 913 913 906 886 796
Streptomyces argenteolus 1012 1002 912 892 862
Streptomyces coelicoflavus 26 24 27 10 15
Streptomyyces drozdowiczii 858 855 823 833 745
Streptomyces griseoflavus 61 58 48 61 46
Streptomvyces intermedius 366 366 332 376 306
Streptomvyces krainskii 248 248 256 243 217
Streptomyces macrosporeus 173 172 136 155 133
Streptomyces mediolani 48 44 39 33 36
Streptomyces tendae 915 912 853 866 814
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Ultrasonic treatment of soil samples for actinomycete isolation
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Abstract ;[ Objective ] We used ultrasonic to treat soil samples to isolate rare actinomycetes strains. | Methods ] We
collected and suspended soil samples from mix tropical-rain-forest in Xishuangbanna. Farther, we treated the soil suspension
with ultrasound for 10 to 120 s and used the plate dilution method to isolate actinomycetes. After got pure colonies, we
sequenced their 16S TRNA gene sequences and calculated to put in phylogenetic analysis. The isolates were identified to the
genus. We treated 10 kinds of common and identified Streptomyces with 1 =5 min using ultrasonic, and then were cultured
to measure their survival rate. [ Results] The soil suspensions treated with different times by the ultrasonic, actinomycetes
gradual increased in the number and types. Ultrasonic treating of known Streptomyces with 0 —5 min, there was no
significant effect on the survival number of Streptomyces. [ Conclusion] The ultrasonic treating with soil suspensions for 40
s can significantly increase the total number of actinomycetes and the types of rare actinomycetes. Thereby, it is an economic
and simple method to apparently increase the types of rare actinomycetes in the isolation.
Keywords: Actinomycetes; Isolation methods; Ultrasonic
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