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Fig. 1  Structures of metabolites accumulated in jadF, jadG, and jadH disruption mutants. UWM6 is the pathway intermediate not modified by
oxygenases ; rabelomycin was isolated from jadF disruption mutant;2,3-dehydro-UWM6 was isolated from jadH disruption mutant ;the other metabolites

were isolated from jadG disruption mutants.
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Fig.2 Phylogenetic tree of selected flavin-dependent monooxygenases involved in aromatic polyketide synthesis ( Figure kindly provided by

Professor Mikko Metsi-Keteli ) .
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Fig.3  Proposed reactions catalyzed by JadFH.
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Fig.4  Structural model of the compound of JadH and dehydro-UWM6.
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Post-modification oxygenases in the biosynthesis of
aromatic polyketides—A review
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('Shandong Normal University , Jinan 250014 , China)
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Abstract ; Oxygenases are common tailoring enzymes involved in the biosynthesis of aromatic polyketides,they are critical
determinants of the final structure of aromatic polyketides. Here we review the structures and functions of several classes of
oxygenases found in the biosynthetic gene clusters of aromatic polyketides. We used the oxygenases (JadFGH) in
jadomycin biosynthesis as examples to elucidate the complex roles these oxygenases play and discussed the future prospects
of using oxygenases in combinatorial biosynthesis.
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