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Fig. 1  Microarray hybridization scaning interception images. A: Reference DNA (regard it as Test DNA) hybridization with Reference
DNA;B: S004 DNA (i.e. Test DNA) hybridization with Reference DNA (in the left image S004 DNA was Cy3- labeled , while in the right
S004 DNA was Cy5- labeled). Yellow signals represent the signal intensity of the two DNAs (i. e. Reference DNA and Test DNA) are

equal ,which means the corresponding gene also exists in Test DNA. The red or green signals represent the corresponding gene is missing in

Test DNA.
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Vibrio parahaemolyticus genes (ordered by RIMD2210633 genome framework)

Vibrio parahaemolyticus genes (ordered by RIMD2210633 genome framework)
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Fig.2 Statistic diagrams of microarray hybridization Data. A: Reference DNA (regard it as Test DNA) hybridization with Reference DNA ;

B: S004 DNA (i.e. Test DNA) hybridization with Reference DNA.

x1
Table 1

T E 22350 PCR BiF & R ELES

The comparison of the results of microarray hybridization and PCR verification

Genes Microarray hybridization

PCR verification Consistent ratio

VP2900-VP2910 Missing

Missing 100%

2.4 ElEMEINE DNA R #FHB S X

A AL S AR D 5 R £ ) v R Y B BN
B, H DNA SR B B A 28 . BN R
S M DNA R BEAT RV I P9I LR N 4 o |
PEALE D 20~ DL S D e I Al 2 i B 98 B 5E T
fifl o PEASCHE PR 2 2 B L B 28 58 A0 R I P I T
PRAEENA P27 R DNA IR FOR X R
NPy B I A S AR 5 DR 2H 2 A 2 [
17 BRI 222 70 A7, P LA RE Hh A 2 PR 2 3
A7 PR AR R L 5 DR A ik i S RS (s,
FECA TERRATCRE R A S R 2L, IR A AL AE AT 2 ik v
A7 2 PR U ] B85 2% BB A9 2 7 LA B T 1o R85 i
FAERR) s H T L ESE N A2 E 5, ol ABEAT Bl v
LRSI 25 PR 7 TR, DA R DR 2 A 9 R AR

FRALAE SR8 E AL FE RN A1 2% 1% H 1 ; DNA 85 738 Af
IR B ot 1 oI B i PR ek i 9, iR i 5 IR
AR AR T Y DR 7 S 3R A 43 B, B TR R A R )
RESL P 412 h AR iR BRI S Fe AR 22—

B2 AT I T — 4 DNA S 5, g 57
THERTAFH AL DNA IS R0 #I Vs I 2E 50e ) H 4
FHA AR TH, 8 T BRGNS 458 K&
U A AT RS AE T, O e S R A R
O F T E A S R 4 2 IR PR 4] 2 L K Ty g
M 21 27 A i R B T kA

it R#MEBAXKRFMAENT R LB REN
W3R - @ 75 o IR T AR



i

P

i A T 4 DR 2 DNA GBS (a4 /A 4241 (2010) 50(4)

553

%% Xk

(1]

Gooch JA ,DePaola A ,Bowers J, et al. Growth and survival
of Vibrio parahaemolyticus

oysters. Journal of Food Protection ,2002,65; 970-974.

in postharvest American

(6]

sequence of Vibrio parahaemolyticus: a pathogenic

mechanism distinct from that of V. cholera.
2003,361:743-749.

Shoemarker DD, Linsley PS. Recent developments in

Lancet

DNA microarrays. Current Opinion in Microbiology,

2002,5(3) : 334-337.

[ 2] Cook DW, O’Leary P, Hunsucker JC, et al. Vibrio
vulnificus and Vibrio parahaemolyticus in U. S. retail [ 7] A& St R A5 RUBEIR R 2R A 4 2R N 41

(3]

shell oysters; A national survey from June 1998 to July
1999. Journal of Food Protection ,2002,65 . 79-87.
Hlady WG, Klontz KC. The epidemiology of Vibrio

DNA i85 BB B T HCCIE A2 S0 %
2424 75 ( Medical Journal of Chinese People’s Liberation
Army) ,2004,29(3) : 200-203.

[ 8] Panda S, Sato TK, Hampton GM, et al. An array of

infections in Florida, 1981-1993. Journal of Infectious

Diseases . 1996 173 1176-1183. insights: application of DNA technology in the study of

[ 4] Daniels NA, MacKinnon L, Bishop R, et al. Vibrio cell biology. Trends in Cell Biology,2003,13 . 151-156.
parahaemolyticus infections in the United States, 1973- [ 9] Conway T, Schoolnik GK. Microarray —expression
1998. The Journal of Infectious Diseases, 2000, 181 profiling;  capturing a genome-wide portrait of the
1661-1666. transcriptome. Molecular Microbiology, 2003, 47 . 879-

889.

[ 5] Makino KK, Oshima K, Kurokawa K, et al.

Genome

Development and evaluation of whole-genome DNA
microarray of Vibrio parahaemolyticus

. 1 . 2 . .2 . 2 . . I
Haihong Han' , Xiaotao Zeng™ ,Shengjun Yin~, Ruifu Yang", Xiumei Liu *,
2
Dongsheng Zhou™"
('Institute of Nutrition and Food Safety, Chinese Center for Disease Control and Prevention ,Beijing 100021 , China)
(*State Key Laboratory of Pathogen and Biosecurity, Beijing Institute of Microbiology and Epidemiology , Beijing 100071,
China)

Abstract; [ Objective | We developed and evaluated a whole-genome DNA microarray of Vibrio parahaemolyticus.
[ Methods ] Based on the genomic sequences of V. parahaemolyticus, we chose a total number of 4770 genes, amplified
them by PCR with specific primers,purified the PCR products and printed them onto glass slides. We performed two sets
of hybridizations by the method of two-fluorescence comparative hybridization to evaluate the microarray quality, followed
by PCR method to validate parts of microarray results. [ Results ]| Microarray hybridization results were completely
consistent with theory expectations and PCR verification results. [ Conclusion] We successfully developed a batch of good
quality whole-genome DNA microarrays of V. parahaemolyticus, built up a method of microarray-based comparative
genomic hybridization of V. parahaemolyticus and a set of microarray data analysis standard method.
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