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The opportunities, challenges and trends in the rejuvenation

of microbiology

Ping Shen ", Xiangdong Chen
(College of Life Sciences, Wuhan University, Wuhan 430072, China)

Abstract ; In history, the development of microbiology had undergone two golden ages and some depression time as well.

In the last two decades, the application of many physiochemical technologies including genomics, structural biology,

bioinformatics, PCR, and high — resolution microscopy has led to a series of breakthroughs in microbiology. Microbiology

has now awakened and entered its third golden age for development. This review discusses our view of the opportunities,

challenges, and trends in the current advancement of microbiology. The topics include: (1) The two golden ages for

microbiology in history. (2) The opportunities and challenges in the rejuvenation of microbiology. (3) The characteristics

and trends of the current development of microbiology. (4) Integral microbiology — the hallmark of the third golden age.
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