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ERIC-PCR 1 Fig.2 The antagonistic map of XJUL-6 against cotton verticillium wilt.
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Fig.3  Effect of different incubation conditions on the growth of XJUL-6. A. Effect of initial pH B. Effect of temprature C. Effect of initial NaCl
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Table 2 Results of morphologic characteristics
physiological and biochemical properties O__‘)
Analyzer' s Performance Result || Analyzer' s Performance Result o : 10
Crystal - Citrate utilization + Vmin
Peroxidase + propionate utilization ND 1007
Anaerobic - Tyrosine hydrolysis +
Citrate utilization + Phenylalanine  ammonia - 80 -
Acidolysis  D-glucose + lyase + 7 %: B
L-Arabinose - lecithinase + -, 607 NE
D-mannitol - Nitrate reduction + é T =
Gas  production  from - Indole production - 404 N
glucose + NaCl and KCI -
Casein hydrolysis + need of urea salt + 204 S
Glutin hydrolysis + Growth in medium + w3
Starch hydrolysis + pH6.8 + 0
Growth at NaCl 2% + pH5.7 + 3 ) 10
5% + | Growthat 5C ND vimin
7% + 10°C +
10% + 40C +
11% - 50°C + 4
Live with lysozyme * 55°C + Fig.4  Seperate map of bases. A. seperate map of standard bases B.
+" positive © —" negative” ND" not do. separate map of bases from XJUL-6.
2.7 XJUL-6 G+ C mol% p221 98 %
G+ C mol % 98% Bacillus cereus clone B305 Bacillus cereus strain
3-A AH 527 Bacillus cereus strain Delaporte
XJUL-6
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Characteristics and identification of an Antagonistic XJUL-6 Against
Cotton Verticillium Wilt

ZHANG Hong-tao YU Pin-pin H Abudula XU Tian-mei G Mijit"
College of Life Science and Technology ~ Xinjiang University ~Urumqi 830046  China

Abstract In order to probe into the antagonistic mechanism of bacteria against Verticillium dahliae kleb. twelve
endophytic bacterial strains were isolated from the Urtica cannabina L. in XinJiang. Through antagonistic experiments

the antagonistic charts of the twelve endophytic bacterial strains against eleven crop diseases have been obtained

respectively and the XJUL-6 which has higher antagonistic activity against Verticillium dahliae kleb . was screened from
the endophytes with the Joan-board diffusion method. The optimum growing temperature range of XJUL-6 is 36°C ~
38°C and the optimum growing pH is pH6-8. Phylogenetic analysis of the XJUL-6 based on comparison of 16S rRNA
sequence revealed that it is closely related to Bacillus cereus p221 with 98% identity. Moreover the G+ C mol%
content of the genomic DNA was 38.84 mol% for XJUL-6. According to the observation of the morphology the study of
the physiological and biochemical 16S tDNA and G+ C mol % content the XJUL-6 was identified as a new members
of the species Bacillus cereus. The XJUL-6 will offer potential material for studying the mechanism of bacteria against
verticillium dahliae kleb . in cotton.

Keywords endophyte wverticillium dahliae kleb. poisonous plant G + C mol% content 16S rDNA  Urtica
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