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Extraction of mitochondrial DNA of Tilletia indica Mitra and application of
the ATP6 gene on fungal phylogenetic analysis

ZHOU Ye-qgin' YI Jian-ping’~ ZHOU Guo-liang® DONG Ying'
' Department . of Food and Bioengineering Jiangsu University Zhenjiang 212013 China
2 Shanghai Entry-Exit Quarantine and Inspection Bureau Shanghai 200135 China

Abstract Tilletia indica Mitra an important pest around the world which is the causative agent of Karnal Bunt of wheat
was very close to Tilletia walkeri phylogenetically and morphologically. 69.6ng mitochondrial DNA mtDNA  of Tilletia
indica obtained from 6.4mg total DNA by the method of CsCl/bisbenzimide density gradient ultracentrifugation can be
used for electrophoresis cloning enzyme restriction analysis and PCR amplification. The ATP6 gene sequence was cloned
from the fragment of mtDNA and sequenced for analysis of phylogenetic tree with the other related sequences in GenBank
by the software PAUP to reveal the phylogenetic relationships within the Tilletia species.
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