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Table 2 Probable genes related to PKC-P38MAPK signal pathway

Clone ID GenBank ID Ratio infected/control Gene name
HTBBLFO1 BE730622 0.499067379004505 G protein-coupled receptor family C group 5 member B
ADBATCI12 AK001354 3.27182874223037 putative G-protein coupled receptor

CLCFIFOS AV6S80T3 2.04908954383039 E;Ez;l}?iicj prrr(l)(:ziss Ft[;a;(jllelrl; receptor potential-phospholipase C-interacting kinase CHaK
NPCBGFO7 1.33881 2.94419297214724  protein kinase C iota

ADBAVB08 AB007884 0.134153032 Cdc42 guanine exchange factor GEF 9

ADCATFO3 136870 0.443354738057242  mitogen-activated protein kinase kinase 4

NPCAOGO1L M64788 2.754820713041 RAP1 GTPase activating protein 1

CBFBRB0O7 U32519 0.222618448197047  Ras-GTPase-activating protein SH3-domain-binding protein
ADCACH11 AJ130894 2.76597939311368 transcription factor p38 interacting protein

ADCAVAQ7 M32315 2.126407911844 tumor necrosis factor receptor superfamily member 1B
CDAADDO3 Y16645 3.15521185632274 small inducible cytokine subfamily A Cys-Cys member 8 monocyte chemotactic protein 2
ADBCFB12 AC005525 2.36959725861927 plasminogen activator urokinase receptor

ADBCLHO04 X01057 4.32881676184831 interleukin 2 receptor alpha

HTCATEO1L AC004382 0.441631145106405  small inducible cytokine subfamily A Cys-Cys member 17
GKCALCOS AF089744 2.11343670687534 xenotropic and polytropic retrovirus receptor

GKCEKF02 783845 7.635536E-02 transforming growth factor beta-activated kinase-binding protein 1
HTCADBO5 AW514149 11.4958006333564  transducer of ERBB2 1

GKCDKB09 700010 7.69686701115658 immunoglobulin kappa variable 1-13

HTBACDO5 AA521510 2.01978797702161 lipopolysaccaride-specific response 5-like protein

CBLAIHO06 AB014587 3.55371965709804 mitogen-activated protein kinase kinase kinase kinase 4
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Table 3 The result of relativity quality of NPCCKH12 ADBCSB02 and HTBAMGOS
Relative Hela
Relative concentration Fold increas
Genes t/h  concentration HeLa  non-infected . nfo Pldn/credsel
cells invased Hela cells infected/contro
control
TNFRIB 1 0.575915 0.496265 1.160498
3 0.690702 0.484447 1.425753
5 0.680547 0.480772 1.415529
ERBB2 1 1.065788 0.647356 1.646371
3 6.274122 0.651617 9.628543 3.2 G MAKP
5 6.057620 0.6648418 9.111371
G ——PLC-PKC-MAPK
3 ;
G
GprCS 2.00 SH120
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Expression profile analysis of host Hela cells invasived by Shigella flexneri 2a

HUANG Liu-yu’" " SHI Zhao-xing’~~ YUAN Jing® HU Fu-quan'"
U Department of Microbiology Third Military Medical University Chongqing 400038 China
2 Institute of Disease Control and Prevention Academy of Military Medical Sciences Beijing 100071 China

Abstract The changes of genes expression in Hela cell during the invasion with Shigella species for 1h and 3h were
analyzed by ¢cDNA microarrays. The data showed that the expression levels of 752 genes were altered twice or greater as
compared with the control 509 of them were up-regulated and 306 were down-regulated. It was supposed that some signal
pathways in Hela cell were activated then many genes were induced and at last comprehensive cell responses were
produced so that Hela cell could prevent against Shigella species infection. Two striking difference ¢cDNA fragments
TNFR 1B and ERBB2 which were up-regulated in the host epithelial cell during Shigella infection analyzed expression
by real time RT-PCR as determined by ¢DNA arrays. We suggested they play important roles in response to the invasive
S. flexneri 2457T. Based on the resulis of gene expression alterations the molecular pathogenic mechanism of Shigella
species could be greatly and deeply understood and the strategy for prevention against and treatment for shigellosis would
be formed.

Keywords Shigella flexneri 2a Hela cell ¢DNA microarray technology real-time quantitative retroverse PCR  signal
pathways
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