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Fig.2  pH changes of toxigenic strain N16961 and non-toxigenic strain

93097 and their milR deletion mutants in 0.2% mannitol-containing of

broth.
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Table 2 Relative difference of mi/CBA mRNA transcriptional

93097

level in toxigenic strain N16961 and nontoxigenic
strain 93097 and their mtIR deletion mutants
relative difference of mtlCBA
Strain mRNA transcriptional level
1h 2h 3h 4h Sh 6h
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Transcriptional repressor gene——mitIR of mannitol PTS operon in Vibrio cholerae

WANG Hai-yan' > YAN Mei-ying® ZHAO Ying-wei' KAN Biao™*

! Department of Microbiology Medical College Soochow University Suzhou 215123 China

% National Institute for Communicable Disease Control and Prevention State Key Laboratory
Jor Infectious Disease Prevention and Control Beijing 102206 China

Abstract The fermentation rates of mannitol in toxigenic and non-toxigenic El Tor strains of Vibrio cholerae are obviously
different which is a valuable indicator in the rapid identification of toxigenic strain. To determine the regulating role of
milR in transcription of mannitol PTS operon in V. cholerae and whether it plays a role in the ferment difference of the
toxigenic and non-toxigenic strains the mtlR deletion mutants from the mannitol rapid-ferment strain  non-toxigenic
strain  and slow-ferment strain toxigenic strain were constructed. Comparisons of the growth in M9 containing 0.2%
mannitol as the sole carbon source and pH change in mannitol fermentation media of these wild strains and their mutants
indicated that milR is a repressor. lts repression in milCBA transcription was further verified with the analyses of
quantitative reverse-transcriptional PCR. However the regulation of milR is not the immediate cause of the ferment
difference of the toxigenic and non-toxigenic strains. The study also provides the necessary data in the analyses of
mannitol ferment difference between the toxigenic and non-toxigenic V. cholerae strains.
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