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Table 1  Anaylasis of multi-activity of enzyme positive
BAC clones of CMCellulase
DNA
Clones Cmeellulase ~ Linchenase Cellobioase ~ Xylanase
1 + 4+ + + + 4+ + + + +
2 + o+ + + DNA
3 + + + +
5 + + 2Mb
6 ++ + + o+ + DNA
7 + + + + + +
8 + + + + + + BAC BAC
9 + o+ + 10 BAC
10 + + +
11 +
12 + +
16 + + + + + 5
17 + o+ o+t ng
18 + 4+ + + 6000
19 +
20 + + + + 10%
21 + 4+ + + +
24 + + + +
25 + + + + BAC
27 + + + DNA
30 + 4+ + +
31 + + BAC
32 + 4+ + + + 4+ + + + DNA
33 + 4+ + +
34 .
= th u DNA DNA Genebank
“+"means the approximate ratio of the clearing halo to the colony.
40%
CMC-Na
Hindlll
2
6 BAC

2 BAC

Fig.2 PFGE of digested product of clones with a positive Cmcellulase
activity. M1. MHindlll NEB ~ M2. 1kb plus ladder Invitrogen

1 ~23. Clones with Cmcellulase activity digested with Hind[ll . I . ) .
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Abstract The high molecular weight DNA was extracted and purified directly from rumen samples in the study by using
culture-independent and pulsed field gel electrophoresis approaches. After digestion with Hind [l DNA fragments
ranging from 50-100kb was collected and ligated to pCC1BAC vector. The ligation mixture was transformed into E . coli
EPI300 and a rumen metagenomic BAC library with about 15360 clones was constructed. The average insert size is about
54.5kb  mostly ranging from 50-70kb and the capacity of this BAC library is about 837Mb. Several BAC clones with
activity of amylase Cmcellulase had been screened from the BAC library. The clones with Cmcelluase activity were
screened further for linchenase xylanase cellobioase activity and the result is that 25 of them have at least one kind of
other enzyme activity.
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