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Fig. 1 Four indigenous plasmids DNA from Streptomyces hygroscopicus
10-22 separated by two dimentional agarose gel electrophoresis
The individual lanes under the letter A and B show the sep{u’ation of the first dimention. The bigger gels show
the same DNA run at a second dimention after nicking with 310nm UV in the presence of ethidium bromide. Panel
A and B show fresh and aged plasmid preparations. respectively. Below the gel pictures are schematic
representation of the banding patterns and their intepretation. CCC; covalently closed circular. OC: open circular.

Ch: chromosome, 1, 2, 3 and 4 represent pHZ1, pHZ2, pHZ3 and pHZ4, respectively.
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W2 RAKSEM 1022 RAMEEETRATE RS
A Bbfk 10-22, Z{EN-103, B: ik N-103. F{XQI05:
C: gtk 10-22, 24kQ105: D: ik QL05. 2{kQI513.

Fig-2 Pocks formation between 5. hygroscopicus 10-22 derivatives
panel A: 10-22 (D), N-103 (R); panel B: N-103 (D), Q105 (R):
panel C: 10-22 (D), Q105 (R): panel D: Q105 (D). Q1513 (R).

D: Donor, R: Recipent

& (B 2-B), HE SNBSS 10-22 78 N-103 B3 LB RSB F AR, THER M
FRARFRE S BALSE, F% Q105 5 N-103 REUFHA DNA H{THIEMHEER Bk,
MEEW 8 E L T BB pHZ1, F7LL N-103 76 Q105 LY BLAIBR S AT B pHZ1 pYHE & #e
BEX.

DL E SR, fERL 10-22 9 R EHKATE I N-103 B B, A— N IRER
F 4%, THERTE TR Q105 fyd B, HFA R E K, Hep—4 2% oHZ1. SEUtHEN, 10-
22 TIREBETE Q105 R HE LT MR “BER”, LRBRTEUWRLTX—4, BL10-22
Sobithk, Q105 T TR HA T ARHARY “BOE" —FRSB/ME
W, OB —RROREA, HAHIXTE (B 2-0).
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W 1A BRI N-103 BERF =4 5 BRI A M TR TRKIEE. H% 2 M REK
Q105 FBkF B 3 BRI Q1513 B4 A B T T MM KA IE B 5 th %
Btk 10-22 M1 UL, BRIEERM 3 ARERR (AIERAMNRR pHZY) SPEARER
MM AR EE.

B3 ERETHRAES
A 4k 10-22, 2fN-103; B: 4k N-103. ZHkQ105;
CHID: {tHk10-22 26k Q105.

Fig.3 Characteristics of pocks under light microscope
panel A: 10-22 (D), N-103 (R); panrel B: N-103 (D). Q103 (R):
panel C and D: 10-22 (D). Q105 (R). D: Donor. R: Recipient.
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K—#l— 4 KA, 1110-22 55 Q105 7 BB AP 0 —Fb . 20K S K F SCP2” ®
AEBRERMRELHS, BAREK— “SUE” #%. RABR—1BHNG “SE
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DETECTION OF FOUR PLASMIDS IN STREPTOMYCES
HYGROSCOPICUS VAR. YINGCHENGENSIS
10-22 AND THEIR STEPWISE
ELIMINATIONS

Qin Zhongjun Deng Zixin Zkou Qi Chen Huakui

(Department of Microbial Science & Technology. Huazhong Agricultural
University Wuhan 4300707

Abstract Four indigencus plasmids were detected with the modified method of plasmid
DNA isolation in Streptomyces hygroscopicus var. yingchengensis 10-22, which produces
three different effective antibiotics against plant diseases. Two dimentional agarose gel
electrophoresis revealed that alt of them were CCC molecules. By parallel electrophoresis
with plasmids of known sizes, the four plasmids were estimated to be approximately 61
kb. 4.7 kb, 4.1 kb and 3. 3 kb in size, which were designated pHZ1, pHZ2, pHZ3 and
pHZ4, respectively. Based on the assumption that conjugative plasmids would form
“pocks” on the lawn of strains lacking corresponding plasmids, we isolated and
characterized several 10-22 derivatives which had lost 1—3 plasmids, and confirmed two
types of pocks under light microscope.

Key words Streptomyces hygroscopicus, Plasmid, Conjugation
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