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Abstract: As a major risk factor for cardiovascular disease worldwide, hypertension poses threats
that cannot be ignored. In recent years, the role of gut microbiota in the pathogenesis of
hypertension has gradually become a research hotspot. This review systematically explores the
relationship between gut microbiota and hypertension and elaborates on the mechanisms of gut
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microbiota regulation of blood pressure by mediating inflammatory responses, influencing the
microbiota-gut-brain axis, and producing specific metabolites. Furthermore, this article discusses
the potential application value of gut microbiota-based intervention strategies in the prevention and
treatment of hypertension and reveals the potential targets and evidence of gut microbiota in the
treatment of hypertension and its complications, paving a new way for the exploration of

therapeutic methods.

Keywords: gut microbiota; hypertension; blood pressure regulation
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Table 1 Changes in gut microbiota in hypertension
Object of study Gut microbial change Conclusion References
62 patients with normal blood pressure ~ Most of the differential genus were There were significant [22]
and 67 patients with hypertension clustered to the Bacillota and differences in the intestinal
Bacteroidetes phyla, and microbiota between the
Ruminococcaceae, Prevotellaceae, hypertensive and normotensive
Porphyromonadaceae, groups
Lachnospiraceae, Veillonellaceae
families
Normotension, borderline hypertension, A correlation between stool metabolome Observations support an [23]
and nocturnal hypertension and 24 hour BP levels was evidenced, association between gut
with increased fecal levels of acetate, microbiota composition and
propionate, and butyrate levels in blood pressure levels, possibly
hypertension patients. via stool abundance of SCFAs
2 355 hypertensive (defined as having The microbial genera with the most The strength of gut microbial [24]
systolic blood pressure, SBP>140 or differential co-abundances included co-abundances is associated with
diastolic blood pressure, Ruminococcaceae UCG-002.id.11360,  hypertension severity
DBP>90 mmHg) and Ruminococcaceae UCG-013.id.11370,
4 644 non-hypertensive participants Corynebacterium 1d.449, and
Flavobacterium id.1142
The gut microbiome of 30 participants ~ Compared with the controlled Treatment resistance in resistant  [25]

with resistant hypertension, 30 with
controlled hypertension, and 30
nonhypertension

hypertension group, the genera Rothia
and Sharpea in resistant hypertension
were more abundant. Compared with
the nonhypertension group, the genera
Escherichia - Shigella, Lactobacillus,
and Enterococcus were more abundant

hypertension patients may be
related to the gut microbiota
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Figure 1  The gut microbiota regulate blood
pressure. The gut microbiota affects blood pressure
regulation through three pathways: dysbiosis,
microbiota-gut-brain axis, and metabolites. Dysbiosis
can lead to increased intestinal permeability,
triggering an inflammatory response and raising
blood pressure. The microbiota-gut-brain axis
transmits signals to the brain through the vagus nerve,
influencing the regulation of blood pressure by the
central nervous system. Metabolites such as short-
chain fatty acids, bile acids, and trimethylamine N-
oxides produced by gut microbes can also affect

blood pressure levels.
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Table 2 Mechanisms of microbiota-derived metabolites in blood pressure regulation

Metabolite Blood pressure  Mechanisms References
change

Short chain Lower 1. Activate Treg cells, enhance mRNA levels of Tjpl [49]

fatty acids 2. Reduced expression of IL17a and IL6

Short chain Lower 1. Activate Olfr78 to raise blood pressure [50]

fatty acids 2. Activate Gpr41 to lower blood pressure

Trimethylamine- Increase 1. Activate the protein kinase R-like endoplasmic reticulum kinase pathway [51]

N-oxide 2. Enhance Ang II-induced vasoconstriction and acute vasopressor responses

Bile acid Lower Inhibit nitric oxide synthase and cyclooxygenase-2 to attenuate migration and [52]

inflammatory responses of vascular smooth muscle cells
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Table 3  Gut microbiome-based blood pressure interventions

Interventions Subjects of the study Result Conclusion References
Mediterranean ~ European adolescents 1. The higher adherence There is an interaction between  [86]
diet participating in the Healthy =~ adolescents have to the genes and diet, and the
Lifestyle in Europe by Mediterranean diet, the lower Mediterranean diet can lower
Nutrition in Adolescence their systolic and diastolic blood blood pressure levels in
cross-sectional study pressure levels adolescents
2. For adolescents who carry
fewer alleles for the risk of high
blood pressure, the
Mediterranean diet can lower
blood pressure levels
Probiotic Hypertension in 1. Increase acetate-producing Probiotic prevent the [87]
Bifidobacterium deoxycorticosterone acetate  bacterial populations and development of endothelial
breve (DOCA)-salt rats intestinal acetate levels dysfunction and hypertension in
2. Ameliorate acetylcholine- DOCA salt rats
induced nitric oxide-dependent
vasodilation in the aortic ring
Acetate Obstructive sleep apnea- 1. Lower the levels of Egrl in Increasing acetate concentrations [57]
induced hypertensive rats the heart and kidneys may protect OSA against
2. Reverse intestinal dysbiosis adverse effects on the
and inhibits intestinal microbiota, gut, brain, and blood
inflammation pressure
Fecal Spontaneously hypertensive 1. Upregulate the expression of ~ Butyric acid-producing bacteria  [88]
microbiota rats tight junction-related proteins can improve blood pressure
transplantation 2. Promote the restoration of regulation by promoting mucosal

intestinal mucosal barrier
structure and SHRs function

barrier integrity
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Figure 2 Targeted treatment of hypertension by gut microbiota. Multiple intervention strategies regulate blood
pressure by modulating the gut microbiota through different mechanisms. Specifically, dietary interventions and
microbial metabolites, such as propionate and butyrate, exert a more lasting effect, affecting blood pressure
through a long-term regulatory process. In contrast, microbiota transplantation has a more rapid regulatory effect
and exhibits an acute effect on blood pressure. As for the combination of probiotics, prebiotics, and postbiotics, it
is more suitable for hypertensive patients with metabolic syndrome to improve blood pressure through chronic

adjustments.
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