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Fig.1 Transmission electron micrograph of purified PCV2 particles
Electron micropraph of puridied PCV2 particles negatively stained with

phosphotungstic acid. Scale bar is 100nm.
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Fig.2 Physical map and sequence analysis of PCV2 HZ0201 isolates
A Schematic representation of 11 putative ORFs of genome of PCV2

HZ0201 strain. B A stem-loop structure presents at the origin of DNA
replication in the putative encapsidated strand of PCV2 HZ0201 isolate.
C Sequence of the replication origin of PCV2. The inverted repeat is
underlined the conserved nonanucleotide sequence is marked with a gray

plain box and the three 6-bp repeats are marked by plain box.
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Isolation and Genomic Structure of Porcine Circovirus Type || in Zhejiang
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Abstract Using specific primer of PCV type Il the nucleotide fragment was amplified by PCR from the inguinal lymph
nodes collected from pig farms in Zhejiang province and characterized with enlarged lymph nodes and progressive weight
loss. Positive samples detected with PCV2 type-specific primer by PCR were homogenized with a mortar in MEM. The
suspension was clarified and filtered. The suspension was mixed with PCV-free PK-15 cells and then incubated
subsequently at 37°C with 5% CO, in an incubator. Three isolates of porcine circovirus type 2 were isolated and named as
HZ0201 HZ0202 and NB0301. Purified virus is a 17nm in diameter and icosahedral virion in transmission electron
microscope. The complete genome of three virus isolates is composed of 1767 nucleotides containing 11 ORFs. Nucleotide
comparison of the virus isolates adapted in PK15 cells revealed 100% identity to that origin from the lymphoid tissue of the
diseased pigs. Genome of the virus isolates shared 94.2% ~ 99.7% homology with PCV2 referrence strains from GenBank
77.2% ~77.9% homology with PCV1.
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