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DNA
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Table 1

1000
55
pSU-Bs55
DNA

Kan'

HindIll

300 ~ 1200bp

32 9

1000pg/mL

Hind Il

pSU-Bs2 pSU-Bs4 pSU-Bs8

400 800 1000

1

2000pg/mL

1500pg/mL

pSU-Bs2

The size of the inserted DNA fragments and the level of kanamycin-resistance of some recombinants

DNA fragment

Bs2 Bs3

BsA

Bs8 Bs10 Bs13

Bs17

Bs20

Bs21

Fragments size/bp
Kanamycin resistance/ pg/mL

500
2000

580
1000

800
1500

250
1500

480
1000

1200
1000

700

1100

1000

2.3

Bs2 Bs4 Bs8

98 %
ycbK

TAA
yeb L

3 361bp

5’ 460bp

Bs2  498bp

Bs2  1~363bp

Bs2 460 ~ 498bp

ycbK

yeb L,

392bp
14bp

12

CAATTACAAT

TTATAAA

ycbK

Bs2
TTG

yeb L

TTG

Bs2 1 CGTCTCAATG CATACGGGAT GACAGCTGCT GGAGCTGCCA TGATGCTTTA CACAGGGATA AAATCGGCGG CTGGCATGAA TACGCCAATG
91 GCAGCATATC CGCTTTCTAT GTATGGTTTG TTCGCAGTAA TTGCAGTCGT TACCACAGTG ATTCCATTTG TGCTAATGCT TGAGGGCATA
181 AAACGAATCG GGGCACAGCG AGCCGCCGCC ATTTCAATGG CAGGGCCTAT CCTGACGATT TTCTATGGAG CTTTATTTCT CGGTGAACGG
CTCGGGCTCA TTCAAGTCAT TGGATGCGGT GGCGTATTTT TTGTCATTAC GGGCATGGAA TACAGGAAGC TGAAAACAGG AAAAAAAGAA
EEETTTTTAT AAAACACACA CGTTTTTCAA TTACAATAAG TGTAATTACG GTGTGTTTT TTGATTTTGT AAAGGTTAGG TGAGGAGATG

451 CAGCGCATAT TGCTTGTAGA AGACGACCAC TCAATCAGTG AAATGGTG
Bs4 1 AGACCAATCT CATCGGCGGA CAAAATGTGG TGGAAGCTGC CCTTTCACAC CGAGTGCAGC ATGTCATTAA TATCAGTACA ATAAAGCTG

91 TATAﬂiEﬁGA TACTTACTAC ATATCTAACG  AAAAAAAGAA GCTTACTCTG CCTTCCTTTC CAGAGCAGCT TCTAATAAAT
181 GTTGAGCAAA TTGTTTATAA ATCGAATACT GTAATTTTCT
TTCTGGACTA CCTTTATTGT GCTACACCCC  CGTTTTCACA
GGAGTATTAT ATGTATGTAA CAAAGCTTGT TTAAATAATA
TGTATAATTC ACTTTCTTTT AATCGGGATA  CTGGCTTTGT
TTACTTTATT CTTATATGTA GTTTTTCAGC TATGTTCTTA TATGTAAGGA AATCATTAAT ATGTACGAAA
TAAACTTTGT TTTCCGGCTC TCTAAATTGA AACAGAAAAC CAGGGATTAT GTTTGGGTTA TIGIGITGCT TCCCTTTAAA
TATTTAATCT GCTGCGGCTT TTTTC TCGCTGAAGG  AAATGGACTT GCTTTTTGTC GACTTAAGCT  CAAAGGGGGA

811 ACAAGTTACC CCTTAAAGAA CAGAA

Bs8 1 AGACAGCACA GCCTCCAGAA TTTGATTTGC CTTAACGGCT TTCCCCATCC ATCAGGCGOG AACGGCCATC GTTTGAAACA ATTCAGCAAA
91 AACAAAGAGC AACTAGAAAG ACAAATTCGT121 TCCTTTGCTG CATTGGTTGA TTTCGCTATA GAAAAGAGGA
181 ATATGATAAA CAAAAACACA AACGTGGGGA GTGGTTGART GTTCCTATA TTAGAAACG

271
361

AACTCATCTA
TTTTTTCTTT
TGGTTTGTCT
TCATCGAGCG
TGTTTCAACT

AGTCATTACT TGCTTCATCC TGAGTTATAT
AATTCCTCAT AACGTTGGTA AGGTTCCAAG
CTTGACTGTT CTTTCTTAAT TAGTTCCCCG
CACTTCAGTA CCGATTTCTT CACAAATCGC

271
361
451
541
631
721

1 Bs2 Bs4 Bs8
The nucleotide sequence of Bs2 Bs4 Bs8 fragments
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Fig.2 SDS-PAGE analysis of the transformant pSU-BsAp/ E . coli Bs2

M.Marker 1. E.coli DH5a 2. pSU-BsAp/E. coli.
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Cloning and Characterization of Gene Promoters from Bacillus subtilis

PAN Jiao ZHANG Yi-Zheng*
College of Life Science  Sichuan University ~ Sichuan Key Laboratory of Molecular Biology and Biotechnology — Chengdu 610064 China

Abstract DNA fragments obtained from Sau3Al partially digested total DNA of Bacillus subtilis WB600 were inserted
into BamH | site of pSUPV4 a promoter-probe vector. The recombinant DNA molecules were transformed into FEs-
cherichia coli cells and 55 Kan" clones named pSUBsl- pSUBs55 were obtained. The inserted fragment in pSUBs2
pSUBs4  pSUBs8  which showed high level of kanamycin-resistance were sequenced and analyzed respectively. These
fragments contain some conserved sequences of gene promoters from B . subtilis . The promoter fragment Bs2 can efficient-
ly promote the alkaline protease gene of B. pumilus expression in E . coli cells. It can also promote kanamycin resistance
gene expression in B. subtilis cells.
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